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Relaxation of the territoriality of the Eurasian otter during low water conditions in a Mediterranean river
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Figure S1. Contour maps for the Bayesian posterior probability distribution of the activity centers (Royle et al.. 2014) for individuals 1-3 using the 2D kernel density estimator with the kde2d  function from MASS (Venables and Ripley. 2002) R (R Core Team. 2023) package.
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Figure S2. Contour maps for the Bayesian posterior probability distribution of the activity centers (Royle et al.. 2014) for individuals 4-6 using the 2D kernel density estimator with the kde2d  function from MASS (Venables and Ripley. 2002) R (R Core Team. 2023) package.
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[bookmark: _Hlk142470108]Figure S3. Contour maps for the Bayesian posterior probability distribution of the activity centers (Royle et al.. 2014) for individuals 7-9 using the 2D kernel density estimator with the kde2d  function from MASS (Venables and Ripley. 2002) R (R Core Team. 2023) package.
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[bookmark: _Hlk142470184]Figure S4. Contour maps for the Bayesian posterior probability distribution of the activity centers (Royle et al.. 2014) for individuals 10-12 using the 2D kernel density estimator with the kde2d  function from MASS (Venables and Ripley. 2002) R (R Core Team. 2023) package.
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Figure S5. Contour maps for the Bayesian posterior probability distribution of the activity centers (Royle et al.. 2014) for individual 13 using the 2D kernel density estimator with the kde2d  function from MASS (Venables and Ripley. 2002) R (R Core Team. 2023) package.


Table S1. Nuclear markers used for individual and sex identification of otters. The multiplex in which markers were amplified and the original reference of each marker are indicated.

	Microsatellites
	Usage
	Multiplex mix
	Reference

	Lut435
	Individual ID
	MIX1
	Dallas & Piertney 1998

	Lut453
	Individual ID
	MIX2
	Dallas & Piertney 1998

	Lut457
	Individual ID
	MIX1
	Dallas & Piertney 1998

	Lut604
	Individual ID
	MIX2
	Dallas & Piertney 1998

	Lut615
	Individual ID
	MIX2
	Dallas & Piertney 1998

	Lut701
	Individual ID
	MIX3
	Dallas & Piertney 1998

	Lut715
	Individual ID
	MIX3
	Dallas & Piertney 1998

	Lut717
	Individual ID
	MIX1
	Dallas & Piertney 1998

	Lut733
	Individual ID
	MIX4
	Dallas & Piertney 1998

	Lut782
	Individual ID
	MIX4
	Dallas & Piertney 1998

	Lut818
	Individual ID
	MIX3
	Dallas & Piertney 1998

	Lut832
	Individual ID
	MIX3
	Dallas & Piertney 1998

	Lut833
	Individual ID
	MIX2
	Dallas & Piertney 1998

	OT02
	Individual ID
	MIX1
	Huang et al. 2005

	OT04
	Individual ID
	MIX3
	Huang et al. 2005

	OT05
	Individual ID
	MIX4
	Huang et al. 2005

	OT07
	Individual ID
	MIX4
	Huang et al. 2005

	OT14
	Individual ID
	MIX1
	Huang et al. 2005

	OT17
	Individual ID
	MIX3
	Huang et al. 2005

	OT22
	Individual ID
	MIX2
	Huang et al. 2005

	LutSRY
	Sex ID
	MIX1
	Dallas et al. 2000





Table S2. Amplification conditions for the four mutiplex reactions encompassing the 21 markers used in the analysis of otters’ non-invasive samples.

	Multiplex
	Annealing temperatura/time
	Extension time
	N cycles (First and second steps of amplification)

	MIX1 + MIX2 + MIX3 + MIX4
	62°-58°/60 sec.
	30 sec.
	20 + 40







Table S3. Amplification rates and genotyping errors (non-amplification of an allele -dropout- and appearance of false alleles) by molecular marker.

	Loci
	Amplification rate
	Dropout rate
	False alleles rate

	Lut435
	0.94
	0.184
	0

	Lut453
	0.94
	0.397
	0

	Lut457
	0.95
	0.399
	0

	Lut604
	0.97
	0.268
	0

	Lut615
	0.91
	0.207
	0

	Lut701
	0.87
	0.420
	0.003

	Lut715
	0.89
	0.491
	0

	Lut717
	0.86
	0.590
	0

	Lut733
	0.93
	0.532
	0.023

	Lut782
	0.87
	0.409
	0.025

	Lut818
	0.85
	0.495
	0

	Lut832
	0.87
	0.533
	0

	Lut833
	0.91
	0
	0

	OT02
	0.81
	0
	0

	OT04
	0.87
	0.613
	0

	OT05
	0.91
	0.429
	0

	OT07
	0.93
	0.356
	0

	OT14
	0.94
	0.250
	0.002

	OT17
	0.97
	0.344
	0

	OT22
	0.97
	0.401
	0.003

	Average
	0.91
	0.346
	0.003
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