Supplemental Materials

Fig.S1
A. The PCA plot of RNA-seq result.
B-C. The Venn diagram of co-upregulated and co-downregulated mRNA of GSE136825 and RNA-seq.
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Fig.S2
GO pathway enrichment analysis of regulated mRNAs in GSE136825.
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Fig.S3
[image: ]Construction of ceRNA network by integrated analysis. 



















Fig.S4
The volcano plots (A) and heatmaps (B) of the DEGs in low expression group and high expression group among LINC02701 and ERBB4.
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