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Cell Growth and Death 5

Carbohydrate Metabolism

Cell Communication

Cell Motility 4
Cellular Processes and Signaling I
Energy Metabolism 2
Environmental Adaptation

Enzyme Families

Folding, Sorting and Degradation
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Glycan Biosynthesis and Metabolism
Lipid Metabolism

Membrane Transport
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Metabolism of Cofactors and Vitamins
Metabolism of Other Amino Acids
Metabolism of Terpenoids and Polyketides
Nucleotide Metabolism

Replication and Repair

Signal Transduction

Signaling Molecules and Interaction
Transcription

Translation

Transport and Catabolism

Xenobiotics Biodegradation and Metabolism

RN  RNS LR LRS

Mean proportion (%)

Cc

F
_
n n

- I

LRS

2

Difference in mean proportions (%)

Arbuscular mycorrhizal fungi

Endophytes

Fungal parasite

Orchid mycorrhizal fungi

14
12
10

Saprotrophs

Wood saprotrophs

[=3 SR e

Plant pathogens i

Eomycorrhizal fungi



