Q mm Positive 53.27%
mm= Negative 46.73%

mm Positive 56.16%
mm Negative 43.84%

Within—-module connectivity (Zj)
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Rhizosphere soils

Bacteria = Positive 56.71% Fungi

mm Negative 43.29%

b wm Positive 62.17%
mm Negative 37.83%

mm Positive 62.15% RNS
mm Negative 37.85%

Root endosphere
=

mm Positive 64.55% LRS
mm Negative 35.45%
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