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Supplementary Figure S1. Evolutionary divergence analysis of available glycoproteins of different strains of SARS-CoV-2; results 
are represented in a phylogenetic tree. 
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Supplementary Figure S2. Population coverage based on MHC restriction data for (A) Central Africa, (B) East Africa, (C) East Asia, 
(D) North Africa - using the Immune Epitope Database analysis resource.
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Supplementary Figure S3. Population coverage based on MHC restriction data for (A) North Africa, (B) North America, (C) Northeast 
Asia, (D) Oceania - using the Immune Epitope Database analysis resource. 
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Supplementary Figure S4. Population coverage based on MHC restriction data for (A) South Africa, (B) South America, (C) South 
Asia, (D) Southeast Asia - using the Immune Epitope Database analysis resource. 
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Supplementary Figure S5. Population coverage based on MHC restriction data for (A) Southwest Asia, (B) West Africa, (C) West 
Indies - using the Immune Epitope Database analysis resource. 
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AAS01074.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccDEEEEEF DEEEEEEEEEEEEEEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEEEEEEEEM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

ABD75315.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQ S PR    GPS STDNNQ G RS A P Q    GLP NT                 .  C                  D G                            

AIA62298.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPS STDNNQ G RS V P Q    GLP NT                 .                     D G                            

ABG47067.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPS STDNNQ G RS A P Q    GLP NT                 .                     D G                            

ANA96035.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN  Q NQRS  R    GPS STDNNQ G RS A P Q    GLP NT               T .     S               D G                            

AIA62285.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN  Q NQRS  R    GPS STDNNQ G RS A P Q    GLP NT               T .     S               D G                            

ASO66816.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN  Q NQRS  R    GPS STDNNQ G RS A P Q    GLP NT               T .     S               D G                            

AKZ19095.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN P  NQRS  R    GPT STDNNQNG RN A P Q    GLP NT                H.     S                 G                            

AKZ19084.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN P  NQRS  R    GPT STDNNQNG RN A P Q    GLP NT                H.     S                 G                            

AIA62318.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPS STDNNQ G RS A P Q    GLP NT                 .                     D G                            

AGC74169.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPS STDNNQ G RS A P Q    GLP NT                 .                     D G                            

AAZ67039.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPS STDNNQ G RS A P Q    GLP NT                 .                     D G                            

Q0Q468.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPS STDNNQ G RS A P Q    GLP NT                 .                     D G                            

ARI44802.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ SQRS PR    GPT S DNNQNG RN A P Q    GLP NT                 P                I      G                            

ARI44807.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ SQRS PR    GPT S DNNQNG RN A P Q    GLP NT                 P                I      G                            

ADE34820.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ  QRS PR    GP  SNDNNQ G RS A P Q     LP NT                 S.            A       D G            A               

Q3LZX4.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ  QRS PR    GP  SNDNNQ G RS A P Q    GLP NT                 S.            A       D G                            

AAZ41337.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ  QRS PR    GP  SNDNNQ G RS A P Q    GLP NT                 S.            A       D G                            

ADE34730.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ  QRS PR    GP  SNDNNQ G RS A P Q    GLP NT                 S.            A       D G                            

ADE34787.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ  QRS PR    GP  SNDNNQ G RS A P Q    GLP NT                 S.            A       D G                            

ATO98129.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT  TDNNQNG RN A P Q    GLP NT                 P               P       G                            

ALK02467.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT S DNNQNG RN A P Q    GLP NT                 P                I      G                            

AGZ48815.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT  TDNNQNG RN A P Q    GLP NT                 P               P       G                            

ATO98228.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 P                       G                            

ATO98190.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 P                       G                            

ATO98154.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A   Q    GLP NT                 S                       G     S                      

AAR12990.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAU04673.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GP  STDNNQNG RN A P Q    GLP NT                 S             I         G                            

ATO98142.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAP82974.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

ATO98117.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAX16200.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAV91640.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQSG RN A P Q    GLP NT                 S                       G                            

AAU04642.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAV49739.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAS48456.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAU04658.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

ACB69868.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR     PT STDNNQNG RN A P Q    GLP NT                 S           E           G                            

QDF43833.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

ACZ72205.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAP33707.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP N                  S                       G                 I          

ACZ72117.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAT76155.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AGZ48841.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

ATO98202.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN   P Q    GLP NT                 S                       G   T                        

ATO98166.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 P                       G                            

ACZ71986.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAP30714.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

AAR87518.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

QDF43828.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

ATO98178.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

NP_828858.1   c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQNG RN A P Q    GLP NT                 S                       G                            

ACU31047.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT S DNNQ G RS A P Q    GLP NT                 .                A    D G                            

AID16719.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ SQRS PR    GPT S DNNQ G RS A P Q    GLP NT                 .                A    D G                            

QDF43818.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQ G RS A P Q    GLP NT                 .                     D G                            

AAZ67043.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQ G RS A P Q    GLP NT                 .                     D G                            

Q3I5I7.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQ G RS A P Q    GLP NT                 .                     D G                            

ADE34763.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ  QRS PR    GPT STDNNQ G RS A P Q    GLP NT                 .D                    D G                            

AHX37566.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT S DNNQNG RS A P Q    GLP NT                 Q                A      E                            

ARO76389.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT S DNNQNG RN A P Q    GLP NT                 Q                A      G                            

AGC74175.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT S DNNQ G RS A P Q    GLP NT                 Q                A    D G                            

AIA62338.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQ G RS A P Q    GLP NT                 P                     D G                            

AIA62328.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS P     GPT STDNNQ G RS A P Q    GLP NT                 S      S              D G                            

ACU31039.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQ G RS A P Q    GLP NT                 P                     D G                            

QDF43823.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPT STDNNQ G RS A P Q    GLP NT                 S                     D G                            

QIA48648.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ N    PR    GPS STDNNQNG RS A P Q    GLP ST                 . ..R                   D                            

QIQ54056.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ      PR    GPS STDNNQNG RS A P Q    GLP NT                 .X..R                   D                            

QIA48621.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ N    PR    GPS STDNNQNG RS A P Q    GLP NT                 . ..R                   D                            

QIA48630.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ N    PR    GPS STDNNQNG RS A P Q    GLP NT                 . ..R                   D                            

QIA48639.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ N    PR    GPS STDNNQNG RS A P Q    GLP NT                 . ..R                   D                            

AVP78038.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRS PR    GPS SSDNS NG RN A P Q    GLP NT                 .                    K  E                            

AVP78049.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQ S PR    GPS SSDNSQNG RN A P Q    GLP NT                 .  S                    E                            

QIS61476.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIQ50109.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QHR63308.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A P Q    GLP NT                 .                 G     E                            

QIS30122.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIJ96530.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG  S A   Q    GLP NT                 .                 G     EX    S                      

QIQ08827.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS30182.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH S N PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT            Y    .                 G     E     S                      

QIH45050.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS30511.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QHW06046.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIM47464.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS30192.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QII57305.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GL  NT                 .                 G     E     S        S             

QIE07458.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS61010.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS30062.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIQ50129.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS30552.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS     Q    GLP NT                 .                 G     E   T S                      

QIS60866.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QHO62884.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS30502.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SD  PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT             D   .                 G     E     S                      

QIC50514.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

BCB97908.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIS60878.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

YP_009724397.2 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

QIQ49839.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH SDN PQ NQRN PR    GPS ST SNQNG RS A   Q    GLP NT                 .                 G     E     S                      

YP_003858591.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccKdddddG KdddddddddddddddddddddG KdddddddddddddddddddddddddddM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH TDN    NSRN PR      S TSDNNQN  R  A P Q    G P NT               Q.S           V.         AE A           P              

APO40586.1 c   c       c  cccc   c           c c c cccc   c  ccccccccccJIIIIIH JIIIIIIIIIIIIIIIIIIIIIH JIIIIIIIIIIIIIIIIIIIIIIIIIIIM   G       A  ITFG   D           G R K RRPQ   N  ASWFTALTQH TDN      RN PR      S N DNNQNG RT A P      G P NT               Q.QGP         V.   F      D       H     P              

Supplementary data 1. Multiple sequence alignment of SARS-CoV-2 nucleocapsid protein.
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70        80        90       100       110       120 X         X         X         X         X         X
AAS01074.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccEEEEEEEEEEEEEEEEEEF  DEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEFGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ABD75315.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA     K P      I       DQIGY RR T  V        E                   G    Q          GR                                       

AIA62298.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA     K P      I       DQIGY RR T  V        E                   G    Q          GR                                       

ABG47067.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA     K P      I       DQIGY RR T  V        E                   G    Q          GR                                       

ANA96035.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA     K P      I       DQIGY RR T  V        E                   G    Q          GT                                       

AIA62285.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA     K P      I       DQIGY RR T  V        E                   G    Q          GR                                       

ASO66816.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA     K P      I       DQIGY RR T  V        E                   G    Q          GR                                       

AKZ19095.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R P      I       DQIGY RR T  V        E                        Q          GP                                       

AKZ19084.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R P      I       DQIGY RR T  V        E                        Q          GP                                       

AIA62318.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

AGC74169.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

AAZ67039.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

Q0Q468.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V                                            GK                      K                

ARI44802.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R  R     I       DQIGY RR T  V        E                       S           GP                                       

ARI44807.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R  R     I       DQIGY RR T  V        E                       S           GP                                       

ADE34820.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

Q3LZX4.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

AAZ41337.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

ADE34730.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

ADE34787.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

ATO98129.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ALK02467.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AGZ48815.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98228.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98190.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98154.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAR12990.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  A        E                                   GP                                       

AAU04673.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98142.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAP82974.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98117.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAX16200.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAV91640.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAU04642.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAV49739.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAS48456.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAU04658.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ACB69868.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

QDF43833.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ACZ72205.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAP33707.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ACZ72117.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAT76155.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGF RR T  V        E                                   GP                                       

AGZ48841.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98202.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98166.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ACZ71986.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAP30714.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AAR87518.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

QDF43828.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ATO98178.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

NP_828858.1   ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

ACU31047.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

AID16719.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RK T  V        E                                   GK                                       

QDF43818.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E K PR     I       DQIGY RR T  V        E                                   GK                                       

AAZ67043.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

Q3I5I7.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

ADE34763.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

AHX37566.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GT                                       

ARO76389.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AGC74175.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

AIA62338.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GP                                       

AIA62328.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

ACU31039.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

QDF43823.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   E R PR     I       DQIGY RR T  V        E                                   GK                                       

QIA48648.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D R PR     I       DQIGY RR T  V        D                                   TK                                       

QIQ54056.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D R PR     I       DQIGY RR T  V        D                                   TK                                       

QIA48621.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D R PR     I       DQIGY RR T  V        D                                   TK                                       

QIA48630.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D R PR     I       DQIGY RR T  V        D                                   TK                                       

QIA48639.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D R PR     I       DQIGY RR T  V        D                                   TK                                       

AVP78038.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA       PR     I       DQIGY RR T  I        E                   N T             SK                                       

AVP78049.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA       PR     I       DQIGY RR T  I        E                   N T             SK                                       

QIS61476.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIQ50109.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I           Y    T  I        D                                   SP XXXX  XX                              

QHR63308.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS30122.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIJ96530.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIQ08827.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS30182.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIH45050.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS30511.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QHW06046.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIM47464.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS30192.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QII57305.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIE07458.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS61010.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS30062.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIQ50129.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS30552.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS60866.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QHO62884.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS30502.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIC50514.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

BCB97908.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIS60878.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

YP_009724397.2 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

QIQ49839.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA   D K PR     I       DQIGY RR T  I        D                                   SP                                       

YP_003858591.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccddddddddddddddddddG  KdddddddddddddddddddddddddddddddddddddGGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA       PR     V       DQIGY RR T  V        E                   G S             TR                                       

APO40586.1 ccc c c  ccccc cccc  c     c  c cc cccccccc ccccccccccccccccIIIIIIIIIIIIIIIIIIH  JIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIHGKE L F  GQGVP NTNS  D     Y  A RR RGGDGKMK LSPRWYFYYLGTGPEA       PR     I       DQIGY RR S  V        E                   T T             GK                                       
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AAS01074.1  c ccccc cc ccc c                        ccccc ccccccccccc c DEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEE L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T                              T           G S                XXXXXXXXXXXXXXXXXXXXXXXX                   

ABD75315.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T             S                                    I                    N 

AIA62298.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T             S                                    I                    N 

ABG47067.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T             S                                    I                    N 

ANA96035.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T             S                                    I                    S 

AIA62285.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T             S                                    I                    S 

ASO66816.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V     GALNTPKDHIGTRNPNNNAA VLQ     T             S              I                     I                    S 

AKZ19095.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AKZ19084.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AIA62318.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AGC74169.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AAZ67039.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

Q0Q468.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

ARI44802.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ARI44807.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ADE34820.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    V                      

Q3LZX4.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AAZ41337.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

ADE34730.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

ADE34787.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

ATO98129.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ALK02467.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AGZ48815.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ATO98228.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ATO98190.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ATO98154.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G        E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S L                                  T                      

AAR12990.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAU04673.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ATO98142.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAP82974.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ATO98117.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNVA VLQ     T           G S                                    T                      

AAX16200.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAV91640.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAU04642.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAV49739.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNN A VLQ     T           G S                                  G T                      

AAS48456.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAU04658.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ACB69868.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

QDF43833.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ACZ72205.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAP33707.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ACZ72117.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAT76155.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AGZ48841.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ATO98202.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ATO98166.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ACZ71986.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAP30714.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

AAR87518.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

QDF43828.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

ATO98178.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

NP_828858.1    c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    T                      

ACU31047.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AID16719.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

QDF43818.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AAZ67043.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

Q3I5I7.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

ADE34763.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AHX37566.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

ARO76389.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AGC74175.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V     GALNTPKDHIGTRNPNNNAA VLQ     T           G S              I                     I                      

AIA62338.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

AIA62328.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V     GALNTPKDHIGTRNPNNNAA VLQ     T           G S              I                     I                      

ACU31039.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P        V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S       Q                            I                      

QDF43823.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKDHIGTRNPNNNAA VLQ     T           G S                                    I                      

QIA48648.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ                 G G                                    I        A             

QIQ54056.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ                 G G                                    I        A             

QIA48621.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ                 G G                                    I        A             

QIA48630.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ                 G G                                    I        A             

QIA48639.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNPNNNAA VLQ                 G G                                    I        A             

AVP78038.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

AVP78049.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS61476.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIQ50109.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QHR63308.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS30122.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIJ96530.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIQ08827.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS30182.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIH45050.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS30511.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QHW06046.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIM47464.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS30192.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QII57305.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIE07458.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS61010.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS30062.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIQ50129.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS30552.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS60866.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QHO62884.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS30502.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIC50514.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

BCB97908.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIS60878.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

YP_009724397.2  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

QIQ49839.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  I   T GALNTPKDHIGTRNP NNAA VLQ     T           G G                               A    I                      

YP_003858591.1  c ccccc cc ccc c                        ccccc ccccccccccc c KddddddddddddddddddddddddddddddddddG Kddddddddddddddddddddd L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     D  V   T GALNTPKDHIGTRNPNNNAA VIQ     T           G A                                    I                      

APO40586.1  c ccccc cc ccc c                        ccccc ccccccccccc c JIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIH JIIIIIIIIIIIIIIIIIIIII L YGANK GI WVA E                        LPQGT LPKGFYAEGSR G  P     E  V   T GALNTPKEHIGTRNPNNNAA VLQ     S           G A                                    I                      

9 



190       200       210       220       230       240  X         X         X         X         X         X
AAS01074.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   EEEEEEEEEEEF DEEEEEEEEEEEEEEEEEF  DEF DEEEEEEEEEEEEEEEEEEEEESQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S     NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ          XXX                   SG   T                      

ABD75315.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRTS  G SRGN  A VA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AIA62298.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRTS  G SRGN  A VA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ABG47067.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRTS  G SRGN  A VA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ANA96035.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRTS  G SRGN  A VA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AIA62285.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSR S  G SRGN  A VA  GGE        D   Q  S V  KGQ            G   I               SG   T                      

ASO66816.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRTS  G SRGN  A VA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AKZ19095.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGT  A IA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AKZ19084.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGT  A IA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AIA62318.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AGC74169.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAZ67039.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA   GE        D   Q  S V  KGQ            G                   SGS  T                      

Q0Q468.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA   GE        D   Q  S V  KGQ            G                   SGS  T                      

ARI44802.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ARI44807.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   IG   T                      

ADE34820.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG      S R S  SR NS NS  G SRGS  A LA  GGE        D   Q  S V  KGQ  S         G  T                SG   T                      

Q3LZX4.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG      S R S  SR NSRNS  G SRGS  A LA  GGE        D   Q  S V  KGQ  S         G                   SG   T                      

AAZ41337.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG      S R S  SR NSRNS  G SRGS  A LA  GGE        D   Q  S V  KGQ  S         G                   SG   T                      

ADE34730.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG      S R S  SR NS NS  G SRGS  A LA  GGE        D   Q  S V  KGQ  S         G  T                SG   T                      

ADE34787.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG      S R S  SR NS NS  G SRGS  A LA  GGE        D   Q  S V  KGQ  S         G  T                SG   T                      

ATO98129.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR  SRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            GD                  SG   T                      

ALK02467.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AGZ48815.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98228.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98190.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98154.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAR12990.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D      S V  KGQ            G                   SG   T           R          

AAU04673.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98142.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAP82974.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98117.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAX16200.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NS NS  G SRGN  A MA  GG         D   Q  S V  KGQ            G  G                SG  KT                      

AAV91640.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAU04642.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAV49739.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAS48456.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAU04658.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ACB69868.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

QDF43833.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ACZ72205.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAP33707.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ACZ72117.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAT76155.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AGZ48841.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98202.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98166.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ACZ71986.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRG   A MA  GGE        D   Q  S V  KGQ            G            I      SG   T                      

AAP30714.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            C                   SG   T                      

AAR87518.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

QDF43828.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ATO98178.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

NP_828858.1   cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ACU31047.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A LA  GGE            Q  S V  KGQ            G                   SG   T       X              

AID16719.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A LA  GGE        D   Q  S V  KGQ            G                   SG   T                      

QDF43818.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AAZ67043.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  R Q            G                   SG   T                    S 

Q3I5I7.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  R Q            G                   SG   T                    S 

ADE34763.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A LA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AHX37566.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ARO76389.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AGC74175.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AIA62338.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

AIA62328.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A LA  GGE        D   Q  S V  KGQ            G                   SG   T                      

ACU31039.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A MA  GGE        D   Q  S V  KGQ            G                   SG   T                      

QDF43823.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR NSRNS  G SRGN  A  A  GGE        D   Q  S V  KGQ            G                 T SG   T                      

QIA48648.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A IA  GGD        D      S M  KGS            N                   GN   A           A          

QIQ54056.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A IA  GGD        D      S M  KGS            N                   GN   A           A          

QIA48621.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A IA  GGD        D      S M  KGS            N                   GN   A           A          

QIA48630.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A IA  GGD        D      S M  KGS            N                   GN   A           A          

QIA48639.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A IA  GGD        D      S M  KGS            N                   GN   A           A          

AVP78038.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  N V  KGQ            N                   GN   T                      

AVP78049.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  N I  KGQ            N                   GN   T                      

QIS61476.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIQ50109.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QHR63308.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  G D        D   Q  S M  KGQ            N                   GN S A                      

QIS30122.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIJ96530.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  G D        D   Q  S M  KGQ            N                   GN S A                      

QIQ08827.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SK T  A MA  GGD        D   Q  S M  KGQ            N           R       GN   A                      

QIS30182.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIH45050.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIS30511.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QHW06046.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR S RNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N L                 GN   A                      

QIM47464.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRN   G SRGT  A MA  GGD        D   Q  S M  KGQ            N    L              GN   A                      

QIS30192.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QII57305.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIE07458.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIS61010.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIS30062.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  K Q            N                   GN   A                    C 

QIQ50129.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS   S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ     C      N                   GN   A                      

QIS30552.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIS60866.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT    MA  GGD        D   Q  S M  KGQ            N               G   GN   A                      

QHO62884.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR S RNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N X                 GN   A                      

QIS30502.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIC50514.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G NRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

BCB97908.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIS60878.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  T M  KGQ            N                   GN   A                      

YP_009724397.2 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SRGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

QIQ49839.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R S  SR SSRNS  G SKGT  A MA  GGD        D   Q  S M  KGQ            N                   GN   A                      

YP_003858591.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   dddddddddddG KdddddddddddddddddG  KdG KdddddddddddddddddddddSQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG     AS R N  SR NSRNS    SRGS  A  M  GGD        D   Q  S V  K              G       S         . AA   T                    TP

APO40586.1 cc  c c cc        cc c    cc c        ccccccc ccc cc c cc   IIIIIIIIIIIH JIIIIIIIIIIIIIIIIIH  JIH JIIIIIIIIIIIIIIIIIIIIISQ  S S SR        TP S    SP R        ALALLLL RLN LE K SG        R S  SR NSRNS    SRGS  A  L  GGD        D   Q  S V  K Q  TA        G       S         N QA   T                    T 
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250       260  X         X
AAS01074.1 c     cc c   ccc ccccc                                      EEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEQ     VT K   EAS KPRQK                                       QQG T  K SAA   K                                               X                 ......................................

ABD75315.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K S     K     RTATKQYNVTQAFGRRGPDQTQGNFGDQELIRQGTDYK           TS                                               

AIA62298.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SA    K     RTATKQYNVTQAFGRRGPDQTQGNFGDQELIRQGTDYK            S                                               

ABG47067.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SA    K     RTATKQYNVTQAFGRRGPDQTQGNFGDQELIRQGTDYK            S                                               

ANA96035.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SA    K     RTATKQYNVTQAFGRRGPDQTQGNFGDQELIRQGTDYK            S                                               

AIA62285.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SA    K     RTATKQYNVTQAFGRRGPDQTQGNFGDQELIRQGTDYK            S                                               

ASO66816.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SA    K     RTATKQYNVTQAFGRRGPDQTQGNFGDQELIRQGTDYK            S                                               

AKZ19095.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPDQTQGNFGDQDLIRQGTDYK

AKZ19084.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPDQTQGNFGDQDLIRQGTDYK

AIA62318.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKSYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK

AGC74169.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKSYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAZ67039.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKSYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

Q0Q468.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKSYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ARI44802.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                        QGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK .                                                          

ARI44807.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                        QGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK .                                                          

ADE34820.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       Q GQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK  P                                                         

Q3LZX4.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       Q GQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQG DYK  P                                                     I   

AAZ41337.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       Q GQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK  P                                                         

ADE34730.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       Q GQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK  P                                                         

ADE34787.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       Q GQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQ LIRQGTDYK  P                                               Q         

ATO98129.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ALK02467.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AGZ48815.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ATO98228.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ATO98190.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ATO98154.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAR12990.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAU04673.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQG DYK                                                        I   

ATO98142.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYSVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAP82974.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ATO98117.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAX16200.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAV91640.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAU04642.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAV49739.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAS48456.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAU04658.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ACB69868.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

QDF43833.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ACZ72205.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQG DYK                                                        X   

AAP33707.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ACZ72117.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAT76155.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AGZ48841.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   R     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ATO98202.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ATO98166.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ACZ71986.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAP30714.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AAR87518.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

QDF43828.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ATO98178.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK                           A                                

NP_828858.1   c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

ACU31047.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       Q GQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK  P                                                         

AID16719.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       Q GQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK  P                                                         

QDF43818.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK

AAZ67043.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELVRQGTDYK

Q3I5I7.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK

ADE34763.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

AHX37566.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

ARO76389.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK

AGC74175.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK

AIA62338.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           V                                

AIA62328.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDL RQGTDYK                                                    T       

ACU31039.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

QDF43823.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQDLIRQGTDYK

QIA48648.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQ QT  K SAA   K     RTATKQYNVTQAFGRRGPE TQGNFGD ELIRQGTEYK   S                                     K       K          

QIQ54056.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQ QT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTEYK   S                                                        

QIA48621.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQ QT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTEYK   S                                                        

QIA48630.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQ QT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTEYK   S                                                        

QIA48639.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                        Q QT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTEYK K S                                                        

AVP78038.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK

AVP78049.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK

QIS61476.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTD                             A                              XX

QIQ50109.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QHR63308.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQ QT  K SAA   K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK   S                                                        

QIS30122.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIJ96530.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIQ08827.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIS30182.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIH45050.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIS30511.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QHW06046.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIM47464.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIS30192.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QII57305.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIE07458.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIS61010.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNV QAFGRRGPEQTQGNFGDQELIRQGTDYK                           A   I                            

QIS30062.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIQ50129.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIS30552.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIS60866.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QHO62884.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIS30502.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIC50514.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

BCB97908.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGD ELIRQGTDYK                           A                     H          

QIS60878.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

YP_009724397.2 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

QIQ49839.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                       QQGQT  K SAA   K     RTATK YNVTQAFGRRGPEQTQGNFGDQELIRQGTDYK                           A                                

YP_003858591.1 c     cc c   ccc ccccc                                      ddddddddddddddddddddddddddddddddddddddddddddddddddddddddddddQ     VT K   EAS KPRQK                                        Q Q   K TAA   K     RTATK YNVTQAFGRRGPE TQGNFGDQELIR GTDYK . S V                     A             P            L     

APO40586.1 c     cc c   ccc ccccc                                      IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIQ     VT K   EAS KPRQK                                       QQPQ   R SA    K     RTATKQYNVTQAFGRRGPEQTQGNFGDQELIR GTDYK     V      S                                         L     
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AAS01074.1 EEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEEEEE............................................................

ABD75315.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRI MEVTPSGTWL Y GAIKLDDKDPQFKDNVILLNKHIDA                     S          I H                         

AIA62298.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ABG47067.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRI MEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                     S            H                         

ANA96035.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AIA62285.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ASO66816.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AKZ19095.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AKZ19084.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AIA62318.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AGC74169.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAZ67039.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTP GTWLTY GAIKLDDKDPQFKDNVILLNKHIDAY                          L      H                         

Q0Q468.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTP GTWLTY GAIKLDDKDPQFKDNVILLNKHIDAY                          L      H                         

ARI44802.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ARI44807.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ADE34820.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

Q3LZX4.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAZ41337.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ADE34730.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ADE34787.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ATO98129.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ALK02467.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AGZ48815.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ATO98228.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDSVILLNKHIDA                                  H                         

ATO98190.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ATO98154.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAR12990.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAU04673.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDAQ                                 H                         

ATO98142.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVT SGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                          L       H                         

AAP82974.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEA PSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                         A        H                         

ATO98117.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAX16200.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAV91640.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDAQ                                 H                         

AAU04642.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDAQ                                 H                         

AAV49739.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDAQ                                 H                         

AAS48456.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAU04658.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDAQ                                 H                         

ACB69868.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

QDF43833.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDAY                                 H                         

ACZ72205.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAP33707.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ACZ72117.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAT76155.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AGZ48841.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ATO98202.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ATO98166.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ACZ71986.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAP30714.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AAR87518.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

QDF43828.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ATO98178.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

NP_828858.1   dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ACU31047.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVT SGTWLTY GAIKLDDKDPQFKDNIILLNKHIDA                          S       H                         

AID16719.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

QDF43818.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVMLLNKHIDA                                  H                         

AAZ67043.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

Q3I5I7.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ADE34763.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AHX37566.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVIMLNKHIDA                                  H                         

ARO76389.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVIMLNKHIDA                                  H                         

AGC74175.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AIA62338.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AIA62328.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

ACU31039.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

QDF43823.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

QIA48648.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPSFKDNVILLNKHIDA                                  T                         

QIQ54056.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPSFKDNVILLNKHIDA                                  T                         

QIA48621.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPSFKDNVILLNKHIDA                                  T                         

QIA48630.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPSFKDNVILLNKHIDA                                  T                         

QIA48639.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPSFKDNVILLNKHIDA                                  T                         

AVP78038.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

AVP78049.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPQFKDNVILLNKHIDA                                  H                         

QIS61476.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd     AQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDAXXXXX                             T                         

QIQ50109.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QHR63308.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS30122.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIJ96530.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIQ08827.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS30182.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIH45050.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDK PNFKDQVILLNKHIDA                                  T        V                

QIS30511.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QHW06046.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIM47464.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS30192.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QII57305.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIE07458.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKD NFKDQVILLNKHIDA                                  T         S               

QIS61010.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS30062.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIQ50129.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS30552.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS60866.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QHO62884.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS30502.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIC50514.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

BCB97908.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIS60878.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

YP_009724397.2 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

QIQ49839.1 dddddddddddddddddddddddddddddddddG KddddddddddddddddddddddddHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTY GAIKLDDKDPNFKDQVILLNKHIDA                                  T                         

YP_003858591.1 dddddddddddddddddddddddddddddddddG Kdddddddddddddddddddddddd WPQIAQFAPSASAFFGMSRIGMEVTPTGTWLTY GAIKLDDKDPNFKDQVILLNKHIDAN                                 N                         

APO40586.1 IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIH JIIIIIIIIIIIIIIIIIIIIIIII WPQIAQFAPSASAFFGMSRIGMEVTPTGTWLTY GAIKLDDKDPNFKDQVILLNKHIDAN                                 H                         
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AAS01074.1 EEEEEEEEEEEEEEEF DF DEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEF A   A ............................................................

ABD75315.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AIA62298.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ABG47067.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ANA96035.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR  KQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      K.  P                      G SAD T

AIA62285.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR  KQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      K.  P                      G SAD T

ASO66816.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR  K  TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      K. LP                      G SAD T

AKZ19095.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      E SAD T

AKZ19084.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AIA62318.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR  KQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      K.  P                      G SAD T

AGC74169.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR  KQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      K.  P                      G SAD T

AAZ67039.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR  KQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      K.  P                      G SAD T

Q0Q468.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YK FPPTEPKKDKKKK DE QPLPQR  KQ TVTLLPAADMDDFSRQLQNSMS A   S   A             T  A      K.  P                      G SAD T

ARI44802.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ  VTLLPAADMDDFSRQLQNSMS A   S                 T  A          PI                     G SAD T

ARI44807.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ  VTLLPAADMDDFSRQLQNSMS A   S                 T  A          PI                     G SAD T

ADE34820.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQ SMS A   S                 T  A          P                  H   G SAD T

Q3LZX4.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQ SMS A   S                 T  A          P                  H   G SAD T

AAZ41337.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQ SMS A   S                 T  A          P                  H   G SAD T

ADE34730.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQ SMS A   S                 T  A          P                  H   G SAD T

ADE34787.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQ SMS A   S                 T  A          P                  H   G SAD T

ATO98129.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ALK02467.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AGZ48815.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98228.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98190.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98154.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQSSMS A   S                 T  A          P                      G SAD T

AAR12990.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AAU04673.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98142.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AAP82974.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98117.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ  VTLLPAADMDDFSRQLQNSMS A   S                 T  A          PI                     G SAD T

AAX16200.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AAV91640.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPL QRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A   L      P                      G SAD T

AAU04642.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPL QRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A   L      P                      G SAD T

AAV49739.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AAS48456.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVT LPAADMDDFSRQLQNSMS A   S                 T  A          P   P                  G SAD T

AAU04658.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ACB69868.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

QDF43833.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ACZ72205.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AAP33707.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ACZ72117.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADM DFSRQLQNSMS A   S                 T  A          P          G           G SAD T

AAT76155.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AGZ48841.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98202.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98166.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ACZ71986.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AAP30714.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AAR87518.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

QDF43828.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ATO98178.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

NP_828858.1   dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ACU31047.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR KKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      P   P                      G SAD T

AID16719.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQR KKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A      P   P                      G SAD T

QDF43818.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YK FPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S   A             T  A          P                      G SAD T

AAZ67043.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

Q3I5I7.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YK FPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S   I             T  A          P                      G SAD T

ADE34763.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQ SMS A   S                 T  A          P                  K   G SAD T

AHX37566.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ARO76389.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          H                      G SAD T

AGC74175.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

AIA62338.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSM  A   S                 T  A          P                     GG SAD T

AIA62328.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

ACU31039.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

QDF43823.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADMDDFSRQLQNSMS A   S                 T  A          P                      G SAD T

QIA48648.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 T  S          Q                      S DST A

QIQ54056.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 T  S          Q                      S DST A

QIA48621.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVT LPAADLDDFSKQLQQSMS A   Q                 T  S          Q   R                  S DST A

QIA48630.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 T  S          Q                      S DST A

QIA48639.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 T  S          Q                      S DST A

AVP78038.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDEFSKQLQQSMS     Q                 A  L A        Q                      GTDST A

AVP78049.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDEFSKQLQQSMS     Q                 A  L A        Q                      GTDST A

QIS61476.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIQ50109.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QHR63308.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS30122.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKT  PTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q    XX           A  T A        Q                      S DST A

QIJ96530.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIQ08827.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS30182.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIH45050.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS30511.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFP TEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q      X          A  T A        Q                      S DST A

QHW06046.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIM47464.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS30192.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPT PKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q        X        A  T A        Q                      S DST A

QII57305.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIE07458.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS61010.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS30062.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIQ50129.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS30552.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS60866.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QHO62884.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS30502.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIC50514.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

BCB97908.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIS60878.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

YP_009724397.2 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

QIQ49839.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQQSMS A   Q                 A  T A        Q                      S DST A

YP_003858591.1 dddddddddddddddG KG KddddddddG KddddddddddddddddddddG B   B YKTFPPTEPKKDKKKK DE Q LPQRQKKQ TVTLLPAADLDDFSKQLQNSMN     T                 A  V S        A                      ASPDS Q

APO40586.1 IIIIIIIIIIIIIIIH JH JIIIIIIIIH JIIIIIIIIIIIIIIIIIIIIH C   C YKTFPPTEPKKDKKKK DE QPLPQRQKKQ TVTLLPAAELDDFSKQLQ SMN A   T                 A  V          P                  D   G SDS Q
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AAS01074.1 ..

ABD75315.1 QA

AIA62298.1 QA

ABG47067.1 QA

ANA96035.1 QA

AIA62285.1 QA

ASO66816.1 QA

AKZ19095.1 QA

AKZ19084.1 QA

AIA62318.1 QA

AGC74169.1 QA

AAZ67039.1 QA

Q0Q468.1 QA

ARI44802.1 QA

ARI44807.1 QA

ADE34820.1 QA

Q3LZX4.1 QA

AAZ41337.1 QA

ADE34730.1 QA

ADE34787.1 QA

ATO98129.1 QA

ALK02467.1 QA

AGZ48815.1 QA

ATO98228.1 QA

ATO98190.1 QA

ATO98154.1 QA

AAR12990.1 QA

AAU04673.1 QA

ATO98142.1 QA

AAP82974.1 QA

ATO98117.1 QA

AAX16200.1 QA

AAV91640.1 QA

AAU04642.1 QA

AAV49739.1 QA

AAS48456.1 QA

AAU04658.1 QA

ACB69868.1 QA

QDF43833.1 QA

ACZ72205.1 QA

AAP33707.1 QA

ACZ72117.1 QA

AAT76155.1 QA

AGZ48841.1 QA

ATO98202.1 QA

ATO98166.1 QA

ACZ71986.1 QA

AAP30714.1 QA

AAR87518.1 QA

QDF43828.1 QA

ATO98178.1 QA

NP_828858.1   QA

ACU31047.1 QA

AID16719.1 QA

QDF43818.1 QA

AAZ67043.1 QA

Q3I5I7.1 QA

ADE34763.1 QA

AHX37566.1 QA

ARO76389.1 QA

AGC74175.1 QA

AIA62338.1 QA

AIA62328.1 QA

ACU31039.1 QA

QDF43823.1 QA

QIA48648.1 ..

QIQ54056.1 ..

QIA48621.1 ..

QIA48630.1 ..

QIA48639.1 ..

AVP78038.1 ..

AVP78049.1 ..

QIS61476.1 ..

QIQ50109.1 ..

QHR63308.1 ..

QIS30122.1 ..

QIJ96530.1 ..

QIQ08827.1 ..

QIS30182.1 ..

QIH45050.1 ..

QIS30511.1 ..

QHW06046.1 ..

QIM47464.1 ..

QIS30192.1 ..

QII57305.1 ..

QIE07458.1 ..

QIS61010.1 ..

QIS30062.1 ..

QIQ50129.1 ..

QIS30552.1 ..

QIS60866.1 ..

QHO62884.1 ..

QIS30502.1 ..

QIC50514.1 ..

BCB97908.1 ..

QIS60878.1 ..

YP_009724397.2 ..

QIQ49839.1 ..

YP_003858591.1 A.

APO40586.1 A.
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