Table 1.γ-H2AX foci counts in mouse hepatocytes. The number of foci per cell is shown (n = 10 mice/group).
[image: A picture containing black, darkness

Description automatically generated]

Table 2. Number of micronuclei per 1,000 polychromatic erythrocytes (MNPCE) per mouse. Mitomycin C was used as a positive control.
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Table 3. The number of metaphases analyzed and chromosome aberrations common to all cells.
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Table 4. Comparison of single nucleotide variant (SNV) rates in exon, intron, and intergenic regions between the Cesium-137 and control groups of A/J mice. SNV rates are shown in mice after 16 generations (G16) in the low-purity line (Origin–F15) and after 18 generations (G18) in the high-purity line (F20–F38). SNV: the number of single nucleotide variants. Frequency: The frequency of SNVs was calculated based on the number of base pairs analyzed in G16 or G18, respectively. Error bars: 95 % CI by Poisson distribution.
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[bookmark: _Hlk135891637]Table 5. The number of single nucleotide variants related to oxidative stress. (a) After 15 generations (G16) in the low-purity line (Origin–F15). (b) After 18 generations (G18) in the high-purity line (F20–F38).
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Table 6. The number of base insertions and deletions (InDel) in the 18th generation (G18; F20–F38) of A/J mice with chronic internal exposure to Cesium-137 water (100 Bq/mL). InDel indicates the total number of insertion and deletion locations, while Del (%) indicates the number of occurrences of deletions and the percentage within InDel. The spectrum of single base deletions and the number of occurrences of 1 base deletion to 7 or more are shown.
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Table 7. Frequency of single nucleotide variants (SNVs) in exon, intron, intergenic regions, and the total genome between the 1st, 2nd, 5th, 18th, and 25th generations of the Cesium-137 and control groups.
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[bookmark: _Hlk135891677]Table 8. Frequency of bases insertion and deletion (InDel) in Exon, Intron, Intergenic, and total genome between the 1st, 2nd, 5th, 18th, and 25th generations of the Cesium-137 and control groups.
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Table 9. The ratios of cytokine levels in the Cesium-137 group compared to the control group. From the ratio calculated, one was subtracted to obtain the excess cytokine level in the Cesium-137 group. Excess cytokine level = (Cesium-137 cytokine level/Control cytokine level) - 1. The sum of the respective excess cytokine levels for each month was then taken as the total excess level in (a) Th1 and (b) Th2 of the Cesium-137 group.
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Table 10. The internal exposure dose assessment method was used to calculate the dose rate and the total exposure dose per generation. 
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image7.png
Analyzeds domain Exon Intron Intergenic Total genome
Number of base pairs analyzed in Analysis 1 80793883 918171770 1205176069 2204141722
Number of base pairs analyzed in Analysis 2 85414436 989955799 1381055472 2456425707
Number of base pairs analyzed in Analysis 3 85752753 994683029 1402733701 2483169483
DNA analysis Generations G?&zﬁ‘a““” Treatment [Numberof SN\Vs  Frequency |Numberof SNVs  Frequency |Numberof SNVs  Frequency |Numberof SNVs  Frequency
oy Fzrzs  Como 0 0 1 0.11x108 1 0.08 x 108 2 0.09 x 108
(n=2) 137Cs 0 0 1 011x10-8 1 008x10-8 2 009 x 10-8
maysis1 | 2z F2oF22  Comwol 0 0 2 022x108 3 017 x108 5 023x108
(n=2) 137Cs 0 0 2 022 x10-8 3 008 x10-8 5 023x10-8
s Flor  Comol 0 0 4 044108 7 0.58 x 108 11 0.50 x 108
(n=2) 137Cs 0 0 7 076x 10-8 6 050x 10-8 13 059x 10-8
pnasis2 | 18(o1py F20T3  Cono 1 117 x10-8 16 162x10-8 28 203x108 45 183x10-8
(n=2) 137Cs 0 0 27 273x108 19 1.38x 10-8 46 1.87 x10-8
Control average B 7.00 x 108 417 419x108 547 3.90 x 108 1023 412x108
95%Cl (=1.1) (£123x108) | (£13) (£043x10-8) | (£24) (2047x10-8) | (£285)  (£0.11x108)
Mouse A 7 816x10g 41 412108 54 385x104 102 411x108
Mouse B 5  583x10g 43 432x104 57 4.06x10- 105 423x108
pnabsiss | 25025 T2 Mouse C| 6 7.00x10- 41 412108 53 378x104 100 403x108
(n=8)  137Cs average 2 233x 108 493 496 x 108 51.0 364x 108 1023 412x108
95%Cl =) ) (£17) (£045x10-8) [ (£1.1) (£008x10-8) | (£236)  (£0.09x 108)
Mouse D| 2 233x108 51 5.13x 108 51 364 x 10§ 104 419x108
Mouse E 2 233x108 49 493x108 52 371x104 103 415x108
Mouse F| 2 233x108 48 483x108 50  356x104 100 403x108
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Analyzeds domain Exon Intron Intergenic Total genome
Number of base pairs analyzed in Analysis 1 80793883 918171770 1205176069 2204141722
Number of base pairs analyzed in Analysis 2 85414436 989955799 1381055472 2456425707
Number of base pairs analyzed in Analysis 3 85752753 994683029 1402733701 2483169483
DNA analysis Generations G?&zﬁ‘a““” Treatment |Number of SNVs  Frequency |Numberof SNVs  Frequency |Numberof SNVs  Frequency |Number of SNVs  Frequency
(o Fzrzs  Como 473 5.85x 106 9791 1066 x 10-6 9839 8.16 x 106 20103 912 x106
(n=2) 137Cs 356 441 x106 7950 8.66 x 106 8312 690 x 106 16618 7.54x106
maysis1 | 2oz T2 Comol 428 530 x 106 9578 1043 x 10-6 9569 7.94x106 19575 8.88 x 106
(n=2) 137Cs 410 507 x 106 8650 9.42x106 9029 7.49 106 18089 8.21x106
s Flor  Comol 430 532106 8857 9.65x106 8579 712x106 17866 811 x106
(n=2) 137Cs 406 5.03¢ 106 8285 9.02 106 8117 674x106 16808 7.63x106
analysis2 | 18(G1g) F20Fe8  Control 486 569 10-6 11098 11.21 x10-6 11382 8.24 106 22966 9.35 X106
(n=2) 137Cs 512 5.99¢ 106 10948 11.06 x 10-6 11035 7.99x106 22495 916 x 106
Control average| 5177 604106 111627 1122x 106 11219.0 8.00 x 106 22899.3 9.22x106
95%Cl (£161)  (£0.19x10-6) | (*1398)  (£014x106) | (£2385)  (:017x10-6)| (=3768)  (£0.15x 106)
Mouse A 534 623x104) 11298 11.36 x 10-6 11369 8.10x10. 23201 934 x 106
Mouse B 511 5.96 x 106 1134 1119 x 10-6 1310 8.06x10. 22055 9.24x106
pnabsiss | 25025 T2 Mouse C| 508 592 x106) 11056 11.2x 10-6 10978 7.83x10. 22542 9.08x106
(n=6)  137Cs average 4953 5.78¢ 106 11075.3 1113 x 106 11169.0 7.96 x 106 227397 9.16 x 106
95%Cl (£152)  (£0.18x10-6) | (*1241)  (£012x106) | (£560)  (:004x10-6)| (=1483)  (£0.06x 106)
Mouse D| 480 5.60x 10-6] 1131 1119 x 10-6 1124 7.93x10 22735 9.16x106
Mouse E 501 5.84x 10-6] 10949 11.01 x 10-6 11161 7.96 x 106 22611 9.11x106
Mouse F| 505 5,89 10-6] 11146 1121 x 10-6 11222 8.00x10-§ 22873 921x106
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image2.png
Total

Number of MNPCE per mouse (1000 PCE cells) numfber
O

Average
(%)

Treatment Mouse1 Mouse2 Mouse3 Mouse4 Mouse5 Mouse6 MNPCE
Positive Control ~ Fo 64 40 52 38 43 53 290 483
"Cs  0Bg/mL Fo 4 1 15 10 17 1 68 113
'Cs  10Bg/mL  Fo 8 7 12 12 16 8 63 1.05
¥'Cs 100Bg/mL  Fo 1 6 7 12 22 12 70 117
¥'Cs 100Bgq/mL  Fio 5 3 4 2 5 7 26 0.43

37 Cs water was given for 8 months. Positive Control: 31 hr after treatment of MMC 2 pg/g BW
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