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Figure S1: Overexpression of KDELC1 and DEGS1 is not associated with response to GnP in the COMPASS cohort. Waterfall plots show the distribution of the best overall response to treatments in patients within the COMPASS cohort. Patients are dichotomized to either KDELC1high and KDELC1low expression tumor tissue (A) or DEGS1high and DEGS1low (B) respectively. Dichotomization is based on a predetermined cut-off defined in the Cox proportional hazards analysis.
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Figure S2: Compartmentalized proteomic analysis of KDELC1 expression in PDAC tumor samples by means of multiplex immunofluorescence. A) Representative images of KDELC1 expression in tumors with low (left panel) and high (right panel) stromal content. B) Quantitative analysis of KDELC1 protein expression in tumor and stroma cells.
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