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Figure S1. (A) Distribution of patients in different FCPRscore subgroups. (B) Comparing the overall survival status between high- and low-risk groups using chi-square. (C) Distribution of the number of death events in different FCPRscore subgroups.
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Figure S2. Kaplan-Meier plots comparing the overall survival between high- and low-risk groups stratified using nine existing prognostic models, including three DNA methylation-based (A-C) and six gene-based models (D-I). Statistical analyses for Kaplan-Meier were assessed using the log-rank test.
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Figure S3. Kaplan-Meier plots comparing the overall survival between subgroups stratified by age (A), sex (B), and HPV status (C). Statistical analyses for Kaplan-Meier were assessed using the log-rank test.
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Figure S4. Prognostic value of FCPRscore on HNSCC patients stratified by clinical variables. Kaplan-Meier plots comparing the overall survival between high- and low-risk groups stratified by FCPRscore based on age (A), sex (B), and smoking (C), alcohol (D), HPV (E), and chemotherapy statuses (F). Statistical analyses for Kaplan-Meier were assessed using the log-rank test.
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Figure S5. Comparison of the enrichment scores of twenty-nine immune signatures estimated by single-sample gene set enrichment analysis (ssGSEA) between high-risk and low-risk groups. Statistical analyses were assessed using the Mann-Whitney U test. ·P < 0.1, *P < 0.05, **P < 0.01, ***P < 0.001.
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Figure S6. Comparison of stromal score calculated using ESITIMATE (A) and RNA-based stemness index (B) between high-risk and low-risk groups. Statistical analyses were assessed using the Mann-Whitney U test. ns, not significant.
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[bookmark: _Hlk146664267]Figure S7. Comparison of the enrichment scores of ten gene sets (enriched in the high-risk and low-risk groups determined by gene set enrichment analysis (GSEA)) estimated by single-sample gene set enrichment analysis (ssGSEA) between high-risk and low-risk groups. Statistical analyses were assessed using the Mann-Whitney U test. ·P < 0.1, *P < 0.05, **P < 0.01, ***P < 0.001.
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Figure S8. Comparisons of neoantigens (A, B), TIDE dysfunction score (C), and TIDE exclusion score (D) between high-risk and low-risk groups. TIDE, Tumor Immune Dysfunction and Exclusion; SNV, single-nucleotide variant; Indel insertion/deletion. Statistical analyses were assessed using the Mann-Whitney U test. **P < 0.01, ***P < 0.001, ns, not significant.
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Figure S9. Kaplan-Meier plots comparing the overall survival between high-risk and low-risk groups of patients in stage Ⅱ (A), early stage (stages I and II) (B), and advanced stage (stage III and IV) (C). Statistical analyses for Kaplan-Meier were assessed using the log-rank test.
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