
KEGG ID Pathway
Number of

Transcripts

ko04075 Plant hormone signal transduction 33

ko01200 Carbon metabolism 21

ko00010 Glycolysis / Gluconeogenesis 13

ko00250 Alanine, aspartate and glutamate metabolism 11

ko00052 Galactose metabolism 10

ko00071 Fatty acid degradation 9

ko00280 Valine, leucine and isoleucine degradation 9

ko00310 Lysine degradation 9

ko00630 Glyoxylate and dicarboxylate metabolism 9

ko00350 Tyrosine metabolism 8

ko00592 alpha-Linolenic acid metabolism 8

ko00330 Arginine and proline metabolism 7

ko00380 Tryptophan metabolism 7

ko00910 Nitrogen metabolism 6

ko00410 beta-Alanine metabolism 5

ko01040 Biosynthesis of unsaturated fatty acids 5

ko00300 Lysine biosynthesis 4

ko00640 Propanoate metabolism 2
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