Supplementary Figure S1
[image: image1.png]Correlation between SKP1 expression and immune checkpoint genes expression
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Supplementary Figure S2
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Supplementary Figure S3
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Supplementary Table S4
	SKP1 involving pathways
	Freq

	Olfactory transduction
	31

	Regulation of autophagy
	16

	Antigen processing and presentation
	15

	Cytosolic DNA sensing pathway
	15

	Neuroactive ligand receptor interaction
	15

	RIG-I-like receptor signaling pathway
	15

	Autoimmune thyroid disease
	14

	Cytokine-cytokine receptor interaction
	14

	Toll like receptor signaling pathway
	14

	Natural killer cell mediated cytotoxicity
	13

	Jak stat signaling pathway
	10

	Graft versus host disease
	8

	Intestinal immune network for IgA production
	8

	Systemic lupus erythematosus
	8

	Ascorbate and aldarate metabolism
	7

	Hematopoietic cell lineage
	7

	Metabolism of xenobiotics by cytochrome p450
	7

	Pentose and glucuronate interconversions
	7

	Porphyrin and chlorophyll metabolism
	7

	Starch and sucrose metabolism
	7

	Taste transduction
	7

	Allograft rejection
	6

	Drug metabolism cytochrome p450
	6

	Drug metabolism other enzymes
	6

	Maturity onset diabetes of the young
	6

	Primary immunodeficiency
	6

	Retinol metabolism
	6

	Steroid hormone biosynthesis
	6

	Calcium signaling pathway
	5

	Chemokine signaling pathway
	5

	Leishmania infection
	4

	Ribosome
	4

	Cell adhesion molecules cams
	3

	T cell receptor signaling pathway
	3

	Type I diabetes mellitus
	3

	Amyotrophic lateral sclerosis
	2

	Asthma
	2

	Cardiac muscle contraction
	2

	Citrate cycle tricarboxylic acid cycle
	2

	Complement and coagulation cascades
	2

	Glutathione metabolism
	2

	Linoleic acid metabolism
	2

	Other glycan degradation
	2

	Valine leucine and isoleucine biosynthesis
	2

	Viral myocarditis
	2

	Arrhythmogenic right ventricular cardiomyopathy
	1

	Axon guidance
	1

	Basal cell carcinoma
	1

	Folate biosynthesis
	1

	Glycerolipid metabolism
	1

	Glycine serine and threonine metabolism
	1

	Glycosphingolipid biosynthesis-lacto and neolacto series
	1

	Glycosylphosphatidylinositol GPI-anchor biosynthesis
	1

	Glyoxylate and dicarboxylate metabolism
	1

	Nitrogen metabolism
	1

	Oxidative phosphorylation
	1

	Phenylalanine metabolism
	1

	PPAR signaling pathway
	1

	Primary bile acid biosynthesis
	1

	Sphingolipid metabolism
	1


Supplementary Table S5
	Antibody
	patient ID
	age
	sex
	staining
	intensity
	quantity
	Type
	Tissue
	IHC score

	CAB012982
	2066
	76
	Male
	Not Detected
	1
	1
	Adenocarcinoma
	Stomach
	1

	CAB012982
	2557
	73
	Female
	Medium
	2
	3
	Adenocarcinoma
	Stomach
	6

	CAB012982
	2105
	62
	Male
	Medium
	2
	3
	Adenocarcinoma
	Stomach
	6

	CAB012982
	2473
	59
	Male
	Medium
	2
	3
	Adenocarcinoma
	Stomach
	6

	CAB012982
	2142
	62
	Male
	Low
	1
	3
	Adenocarcinoma
	Stomach
	3

	CAB012982
	2195
	48
	Male
	Low
	1
	2
	Adenocarcinoma
	Stomach
	2

	CAB012982
	3270
	89
	Female
	Medium
	2
	2
	Adenocarcinoma
	Stomach
	4

	CAB012982
	2378
	59
	Male
	Medium
	2
	3
	Adenocarcinoma
	Stomach
	6

	CAB012982
	2130
	56
	Female
	Low
	2
	1
	Non-Tumor
	Stomach
	2

	CAB012982
	2471
	68
	Male
	Low
	2
	1
	Non-Tumor
	Stomach
	2

	CAB012982
	2583
	72
	Male
	Low
	2
	1
	Non-Tumor
	Stomach
	2

	CAB012982
	1534
	75
	Female
	Low
	1
	2
	Non-Tumor
	Stomach
	2

	CAB012982
	3315
	52
	Male
	Low
	1
	2
	Non-Tumor
	Stomach
	2


