
Supplementary Table S3: Coding variants found by NGS in COL4A4 and COL4A3 genes in chromosome 2.
	Chr2:Position
	SNP_ID
	Mutation Type
	Proband 
(F1)
	Son 
(F1)
	Mother 
(F1)
	Father
 (F1)
	Proband
 (F2)
	Son
(F2)
	Mother
(F2)
	Father 
(F2)
	Gene
	Amino acid change
 
	ExAC
	ClinVar
	ClinVar Reported as Alport Condition?

	227007466
	rs2228557
	SYNONYMOUS
	G|G
	G|G
	G|A
	G|G
	G|G
	G|A
	G|A
	G|A
	COL4A4
	p.Phe1644Phe
	0.4657
	Benign
	Yes

	227008279
	rs2228555
	SYNONYMOUS
	T|T
	T|T
	T|C
	T|T
	T|T
	T|C
	T|C
	T|C
	COL4A4
	p.Val1516Val
	0.5602
	Benign
	Yes

	227022057
	rs3752895
	NON SYNONYMOUS
	A|A
	A|A
	A|G
	A|A
	A|A
	A|G
	A|G
	A|G
	COL4A4
	p.Ser1403Pro
	0.4763
	Benign
	Yes

	227027903
	rs2228556
	SYNONYMOUS
	C|C
	C|C
	C|T
	C|C
	C|C
	C|T
	C|T
	C|T
	COL4A4
	p.Pro1360Pro
	0.4700
	Benign
	Yes

	227027942
	rs16823077
	SYNONYMOUS
	T|T
	T|T
	T|T
	T|T
	T|T
	T|C
	T|T
	T|C
	COL4A4
	p.Leu1347Leu
	0.0070
	Benign
	Yes

	227032170
	rs2229812
	SYNONYMOUS
	C|C
	C|C
	C|T
	C|C
	C|C
	C|T
	C|T
	C|T
	COL4A4
	p.Lys1228Lys
	0.4716
	Benign
	Yes

	227032260
	rs10203363
	SYNONYMOUS
	C|C
	C|C
	C|T
	C|C
	C|C
	C|T
	C|T
	C|T
	COL4A4
	p.Gly1198Gly
	0.4746
	Benign
	Yes

	227051116
	rs1800517
	NON_SYNONYMOUS
	G|G
	G|G
	G|A
	G|G
	G|G
	G|A
	G|A
	G|A
	COL4A4
	p.Pro1004Leu
	0.5205
	Benign
	Yes

	227052374
	rs80243096
	NON_SYNONYMOUS
	T|T
	T|T
	T|T
	T|T
	C|C
	C|T
	C|T
	C|T
	COL4A4
	p.Ile967Val
	0.0073
	Benign
	Yes

	227059568
	rs141127013
	FRAME_SHIFT
	A|A
	A|A
	A|A
	A|A
	AG|AG
	AG|A
	AG|A
	AG|A
	COL4A4
	p.Val741fs
	.0.0000
	Not Reported
	No

	227089883
	rs2229814
	NON SYNONYMOUS
	G|G
	G|G
	G|A
	G|G
	A|A
	A|A
	A|A
	A|A
	COL4A4
	p.Pro482Ser
	0.5344
	Benign
	Yes

	227147467
	rs16823264
	NON SYNONYMOUS
	A|A
	A|A
	A|A
	A|A
	A|A
	A|G
	A|G
	A|G
	COL4A4
	p.Ile6Thr
	0.0285
	Benign
	Yes

	227238007
	rs13424243
	NON SYNONYMOUS
	G|G
	G|C
	G|C
	G|C
	C|C
	C|C
	C|G
	C|C
	COL4A3
	p.Gly43Arg
	0.2884
	Benign
	Yes

	227246719
	rs10178458
	NON SYNONYMOUS
	C|C
	C|C
	C|C
	C|C
	C|C
	C|T
	C|C
	C|T
	COL4A3
	p.Leu141Pro
	0.8302
	Benign
	Yes

	227248459
	rs6436669
	NON SYNONYMOUS
	G|G
	G|G
	G|G
	G|G
	G|G
	G|A
	G|G
	G|A
	COL4A3
	p.Glu162Gly
	0.8304
	Benign
	Yes

	227263824
	rs10205042
	SYNONYMOUS
	T|T
	T|T
	T|T
	T|T
	T|T
	T|T
	T|C
	T|T
	COL4A3
	p.Leu399Leu
	0.7667
	Benign
	Yes

	227266453
	rs11677877
	NON SYNONYMOUS
	A|A
	A|A
	A|A
	A|A
	A|A
	A|G
	A|A
	A|G
	COL4A3
	p.His451Arg
	0.0944
	Benign
	Yes

	227267027
	.NA
	STOP_GAINED
	A|A
	A|T
	A|T
	A|T
	T|T
	T|T
	T|T
	T|T
	COL4A3
	p.Tyr481*
	0.0000.
	Not Reported
	No

	227267036
	rs34019152
	SYNONYMOUS
	G|G
	G|G
	G|G
	G|G
	G|G
	G|A
	G|G
	G|A
	COL4A3
	p.Gly484Gly
	0.0923
	Benign
	Yes

	227270915
	rs28381984
	NON SYNONYMOUS
	T|T
	T|T
	T|T
	T|T
	T|T
	T|C
	T|C
	T|C
	COL4A3
	p.Pro574Leu
	0.4694
	Benign
	Yes

	227283825
	rs75519005
	SYNONYMOUS
	C|C
	C|C
	C|C
	C|C
	C|C
	C|T
	C|C
	C|T
	COL4A3
	p.Pro905Pro
	0.0051
	Benign 
	Yes

	227298737
	rs57611801
	NON SYNONYMOUS
	C|C
	C|C
	C|C
	C|C
	C|C
	C|C
	C|A
	C|C
	COL4A3
	p.Asp1269Glu
	0.0441
	Benign 
	Yes

	227304032
	rs73996414
	NON SYNONYMOUS
	C|C
	C|C
	C|C
	C|C
	C|C
	C|C
	C|A
	C|C
	COL4A3
	p.Asp1347Glu
	0.0078
	Benign
	Yes



