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Supplementary Methods

Animal procedures
Animals
Adult male Sprague-Dawley rats (175–200 g at the beginning of the protocol) were group-housed (except during the sessions of sucrose intake) with free access to food and water on a 12/12 h light/dark schedule (lights on at 7:00 AM), in a temperature- and humidity-controlled facility. After obtaining the required licenses (N 521/2015-PR and 140/2014-B—DGSAF24898, all experimental procedures were performed following the European Community Council Directive 2010/63/UE and the Italian D.L.26/2014.
Footshock stress protocol
[bookmark: _heading=h.147n2zr]Animals were subjected to a single session of acute inescapable footshock stress (FS) consisting of intermittent shocks (0.8 mA) for 40 min (20 min total of actual shock with random intershock length between 2 and 8 s) as previously reported [1]. The FS box was connected to a scrambler controller (LE 100-26, Panlab) that delivers intermittent shocks to the metallic floor. Control (CNT) animals were left undisturbed in their home cages.
Sucrose intake test and identification of resilient and vulnerable rats
Rat sucrose intake was evaluated as in Bonifacino et al. [1]. After 1 week of acclimatization, rats were habituated to a palatable sweet solution by removing water and exposing them to two bottles with 1% sucrose solution for 2 h. Starting from the day after habituation, animals were exposed to sucrose twice a week for 4 weeks according to the following protocol: rats were single-housed and provided with two bottles, one containing 1% sucrose and one containing tap water, with no food pellet, for 1 h. The position of the bottles was inverted after 30 min. Animals were not deprived of food and water before the test. The average sucrose solution volume drunk by each animal was calculated and defined as baseline sucrose intake. After 4 weeks, animals were randomly assigned to FS or left undisturbed in their home cages (CNT). The sucrose intake test started 23 h after the beginning of FS and the percent sucrose intake vs. baseline was calculated for each animal. Animals showing at least a 25% within-subject decrease in sucrose intake compared to their respective baseline were considered anhedonic and classified as vulnerable (FS-V), while all the others were defined as resilient (FS-R). The sucrose intake test was then repeated 48 h after FS. Rats were sacrificed by beheading 24 h or 48 h after FS. A cohort of rats received ketamine (10 mg/kg) or vehicle 24 h after FS and sacrificed 24 h later (i.e. 48 h after FS). 

Western Blot
PFC was homogenized in ice-cold hypotonic lysis buffer containing 50 mM Tris/HCl pH 7.5, 150 mM NaCl, 1 mM ethylenediaminetetraacetic acid (EDTA), 1% Triton X-100, 1 mM phenylmethylsulfonyl fluoride (PMSF), 10 μg/ml aprotinin, and 0.1 mM leupeptin (all from Sigma-Aldrich, Saint Louis, MO, USA), and allowed to stand for 40 min at + 4 °C. After centrifugation at 14000 rpm for 30 min, the supernatant was collected and stored at − 80 °C. Protein concentration was calculated by BCA assay (Thermo Fisher, Waltham, MA USA). Thirty micrograms of proteins were resolved on 4-20% acrylamide SDS-PAGE precast gradient gels and then transferred to nitrocellulose membranes using TurboBlot (Bio-Rad, Hercules, CA, USA). Non-specific binding of antibodies was avoided by using an appropriate blocking solution for 1 h at room temperature. Then, incubation with primary antibodies was performed overnight at + 4 °C. The next day, membranes were rinsed in Tris Buffered Saline (TBS)-Tween 0.05% and incubated with specific secondary horseradish peroxidase (HRP)-conjugated antibodies for 1 h at room temperature. After additional rinses with TBS, signals were detected using an enhanced chemiluminescence (ECL) kit (GE Healthcare Life Sciences, Milan, Italy), visualized using a Chemidoc XRS +, and quantified by Image Lab software (Bio-Rad). Values were normalized to those of total protein. All the experimental conditions used are listed in Table S1.

Real-time PCR
Total mRNA from PFC was isolated by TRI-Reagent (Sigma-Aldrich, Saint Louis, MO, USA) and quantified using the D30 BioPhotometer spectrophotometer (Eppendorf AG, Hamburg, Germany). One microgram of mRNA was reverse transcribed using a first-strand cDNA synthesis kit in the presence of 0.2 μM oligo(dT) and 0.05 μg/μL random primers (Promega, Promega Corporation, WI, USA). The thermal protocol included a step at 25 °C for 10 min and one at 72 °C for 65 min. Primers and cDNA were mixed with the iTaq Universal SYBR Green Supermix (Bio-Rad, Hercules, CA, USA). The thermal protocol used for amplification included an initial step at 95 °C for 3 min and 40 cycles with one step at 95 °C for 10 s and one at 60 °C for 30 s, using the CFX96 Touch thermal cycler (Bio-Rad). All primer sequences and details are listed in Table S2. Melting curve analysis of the amplification products was performed at the end of the reaction, increasing the temperature from 65 to 95 °C with 0.5 °C increasing steps. The amount of each target amplicon was normalized to the mean value of mRNA from three reference genes: TATA-box binding protein (TBP), glyceraldehyde-3-phosphate dehydrogenase (GAPDH), and hypoxanthine-guanine phosphoribosyl transferase (HPRT). Data were analyzed as ΔΔCT correcting for the actual efficiencies of the primers used [2].

Immunofluorescence 
Upon rat sacrifice, brains were immediately extracted, flash frozen using 2-methylbutane, and stored at −80 °C. Coronal slices (12 μm thickness) containing the PFC were obtained using a cryostat (Thermo Fisher Scientific, Waltham, MA, USA) and mounted on slides. Slices were fixed in 4% paraformaldehyde prepared in 0.1 M phosphate buffer saline (PBS) for 10 min at 4 °C. Sections were permeabilized, and non-specific binding was blocked with the appropriate solution for 1 h at room temperature. Then, slices were incubated overnight with the proper primary antibody at + 4°C. Tissues were rinsed in PBS and incubated for 2 h at room temperature with the proper secondary antibody. The nuclei staining was performed with Hoechst (1:5000, Thermo Fisher Scientific). After rinsing in PBS, slices were mounted with Fluoromount aqueous mounting medium (Sigma-Aldrich). All the experimental conditions used are listed in Table S3.



Table S1. List of antibodies and Western blotting conditions
	Primary antibody
	Brand
	Dilution
	Secondary antibody
	Brand
	Dilution

	α-BDNF
	Bioss, 
MA, USA
	1:1000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG
	Jackson ImmunoResearch, Suffolk, UK
	1:10000, 5% milk in TBS-T 0.1%

	α-Caspase1
	AbClonal, 
Düsseldorf, Germany
	1:1000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG
	Jackson ImmunoResearch, Suffolk, UK
	1:10000, 5% milk in TBS-T 0.1%

	α-CD68
	Novus Biologicals, Littleton, CO, USA
	1:1000, 5% BSA in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG
	Jackson ImmunoResearch, Suffolk, UK
	1:10000, 5% BSA in TBS-T 0.1%

	
α-CX43
	Novus Biologicals, Littleton, CO, USA
	1:1000, 5% BSA in TBS-T 0.1%
	HRP conjugated goat anti-mouse IgG
	Jackson ImmunoResearch
	1:10000, 5% BSA in TBS-T 0.1%

	
α-GFAP
	Abcam, Cambridge,
UK
	1:25000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG

	Jackson ImmunoResearch
	1:10000, 5% milk in TBS-T 0.1%

	
α-Iba1 
	Novus Biologicals
	1: 1000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG

	Jackson ImmunoResearch
	1:10000, 5% milk in TBS-T 0.1%

	α-IL-18
	Abcam
	1: 1000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG

	Jackson ImmunoResearch
	1:10000, 5% milk in TBS-T 0.1%

	
α-MAP2
	Novus Biologicals
	1:250
5 % BSA in TBS-T 0.1 %
	HRP conjugated goat anti-mouse IgG
	Jackson ImmunoResearch
	1:10000
5 % BSA in TBS-T 0.1 %

	
α-NLRP3
	Cell Signaling, 
Massachusetts, USA
	1:1000
5 % milk in TBS-T 0.1 %
	HRP conjugated goat anti-rabbit IgG
	Jackson ImmunoResearch
	1:10000
5 % milk in TBS-T 0.1 %

	α-p[Ser536]p65
	SantaCruz
	1: 1000, 5% BSA in TBS-T 0.1%
	HRP conjugated goat anti-mouse IgG

	Jackson ImmunoResearch
	1:10000
5 % BSA in TBS-T 0.1 %

	α-p65
	SantaCruz
	1: 1000, 5% BSA in TBS-T 0.1%
	HRP conjugated goat anti-mouse IgG

	Jackson ImmunoResearch
	1:10000
5 % BSA in TBS-T 0.1 %

	α-p50
	Abcam
	1: 1000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG

	Jackson ImmunoResearch
	1:10000, 5% milk in TBS-T 0.1%

	α-PSD95
	SantaCruz
	1: 1000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-mouse IgG

	Jackson ImmunoResearch
	1:10000
5 % milk in TBS-T 0.1 %

	α-Synaptophysin
	AbClona
	1: 1000, 5% milk in TBS-T 0.1%
	HRP conjugated goat anti-rabbit IgG

	Jackson ImmunoResearch
	1:10000, 5% milk in TBS-T 0.1%

	
α-S100B
	Genetex, Irvine, CA, USA
	1: 1000
5 % BSA in TBS-T 0.1 %
	HRP conjugated goat anti-rabbit IgG

	Jackson ImmunoResearch
	1:10000
5 % BSA in TBS-T 0.1 %

	
α-TLR4
	Invitrogen, Waltham, MA, USA
	1: 1000
5 % milk in TBS-T 0.1 %
	HRP conjugated goat anti-rabbit IgG

	Jackson ImmunoResearch
	1:10000
5 % milk in TBS-T 0.1 %


BDNF: brain-derived neurotrophic factor; CD: cluster of differentiation; CX: connexin; BSA: bovine serum albumin; GFAP: glial fibrillary acidic protein; HRP: horseradish peroxidase; Iba1: ionized calcium-binding adapter molecule 1; IL: interleukin; MAP: microtubule associated protein; PSD: post synaptic density; TBS-T: tris buffered saline with tween 20; TLR: toll-like receptor.


Table S2. List of primers and RT-PCR conditions 
	Gene
	Brand
	Primer (5’ → 3’)
	Ann. (60°C)
	Efficiency (%)
	R2

	CD11b
	Bio-Rad, Hercules, CA,USA
	Forward
	N/A (Cod. qRnoCID0002800)
	60
	94.0
	.998

	
	
	Reverse
	
	
	
	

	FGF2
	Bio-Rad
	Forward
	       N/A (Cod. qRnoCID0003540)
	         60
	         96.0
	    .999

	
	
	Reverse
	
	
	
	

	GAPDH
	Bio-Rad
	Forward
	N/A (Cod. qRnoCID0057018)
	60
	96.0
	.999

	
	
	Reverse
	
	
	
	

	GDNF
	BioFab, Rome, Italy
	Forward
	CACCAGATAAACAAGCGGCG
	60
	90.5
	.997

	
	
	Reverse
	TCGTAGCCCAAACCCAAGTC
	
	
	

	HPRT
	BioFab 
	Forward
	TCCCAGCGTCGTGATTAGTGA
	60
	98.3
	.992

	
	
	Reverse
	CCTTCATGACATCTCGAGCAAG
	
	
	

	IL-6
	Sigma Aldrich
	Forward
	CAGAGTCATTCAGAGCAATAC
	         60
	         100
	    .998

	
	
	Reverse
	CTTTCAAGATGAGTTGGATGG
	
	
	

	IL-1β
	Bio-Rad
	Forward
	       N/A (Cod. qRnoCID0004680)
	         60
	         98.0
	    .999

	
	
	Reverse
	
	
	
	

	TBP
	BioFab 
	Forward
	TGGGATTGTACCACAGCTCCA
	60
	99.7
	.995

	
	
	Reverse
	CTCATGATGACTGCAGCAAACC
	
	
	

	TGF-β
	Bio-Rad
	Forward
	N/A (qRnoCID0006448)
	60
	102
	.999

	
	
	Reverse
	
	
	
	

	TNF-α
	Bio-Rad
	Forward
	N/A (qRnoCED0009117)
	60
	98.0
	.999

	
	
	Reverse
	
	
	
	



Ann.T: annealing temperature; CD: cluster of differentiation; FGF: fibroblast growth factor; GAPDH: glyceraldehyde-3-phosphate dehydrogenase; GDNF: glial derived neurotrophic factor; HPRT: hypoxanthine-guanine phosphoribosyltransferase; IL: interleukin; TBP: TATA-box binding protein; TGF: transforming growth factor; TNF: tumor necrosis factor.


Table S3. List of antibodies and immunofluorescence conditions
	Primary antibody
	Brand
	Dilution
	Secondary antibody
	Brand
	Dilution

	
Rabbit α-GFAP
	
Abcam
	1: 1000, 5 % BSA in PBS-T 0.25%
	FITC conjugated goat anti-rabbit IgG (H+L) 
	Jackson ImmunoResearch
	1:400, 5% BSA in PBS-T 0.25%

	
Mouse α-GS
	Millipore
MA, USA
	1:200, 5% BSA in PBS-T 0.25%
	TRITC conjugated goat anti-mouse
IgG (H+L) 
	Jackson ImmunoResearch
	1:400, 5% BSA in PBS-T 0.25%

	
Rabbit α-Iba1
	Wako, Osaka, Japan
	1:1000, 5 % BSA in PBS-T 0.25%
	FITC conjugated goat anti-rabbit
IgG (H+L)
	Jackson ImmunoResearch
	1:200, 5% BSA in PBS-T 0.25%

	
Mouse α-NeuN
	
Abcam
	1:1000, 5 % milk in PBS-T 0.25%
	TRITC conjugated goat anti-mouse
IgG (H+L)
	Jackson ImmunoResearch
	1:400, 5% BSA in PBS-T 0.25%


BSA: bovine serum albumin; FITC: fluorescein isothiocyanate; GFAP: glial fibrillary acidic protein; GS: glutamine synthetase; Iba1: ionized calcium-binding adapter molecule 1; NeuN: neuronal nuclear protein; PBS-T: phosphate buffer saline with Triton; TRITC: tetramethyl rhodamine.


Supplementary Results

Table S4. Results of repeated measures ANOVA for % variation of sucrose intake vs the baseline of CNT, FS-R and FS-V rats 24 and 48 h after acute FS
	Time (h)
after FS
	CNT
(Mean ± SEM)
	FS-R
(Mean ± SEM)
	FS-V
(Mean ± SEM)
	RM ANOVA result

	24
	91.35 ± 5.18
	90.77 ± 7.49
	47.94 ± 2.94
	Stress: F (2, 17) = 86.61, p<0,0001
Time: F (1, 17) = 6.55, p=0,020
Interaction Stress*Time: F (2, 17)=4.09, p=0,035

	48
	114.66 ± 3.28
	98.39 ± 1.90
	46.23 ± 4.51
	



Table S5. Results for each target studied in the PFC of CNT, FS-R and FS-V rats 24 h after acute FS 
	Target
(alphabetical order)
	Molecular technique
	CNT
(Mean ± SEM)
	FS-R
(Mean ± SEM)
	FS-V
(Mean ± SEM)
	ANOVA result

	BDNF/total BDNF
	WB
	1.00 ± 0.11
	1.61 ± 0.06
	0.65 ± 0.10
	F (2, 10) = 23.64, p=0,0002

	Caspase1
	WB
	1.00 ± 0.15
	0.79 ± 0.07
	1.13 ± 0.17
	F (2, 11) = 1.10, p=0.37

	CD11b
	PCR
	1.00 ± 0.15
	0.96 ± 0.27
	2.06 ± 0.12
	F (2, 12) = 6.07, p=0.01

	CD68
	WB
	1.00 ± 0.11
	1.50 ± 0.43
	1.50 ± 0.22
	F (2, 8) = 1.59, p=0.26

	CX43
	WB
	1.00 ± 0.08
	1.06 ± 0.29
	1.56 ± 0.38
	F (2, 11) = 1.28, p=0.32

	FGF2
	PCR
	1.00 ± 0.14
	0.95 ± 0.27
	2.07 ± 0.12
	F (2, 12) = 6.16, p=0.01

	GDNF
	PCR
	1.00 ± 0.05
	1.07 ± 0.05
	0.87 ± 0.10
	F (2, 10) = 2.11, p=0.17

	GFAP
	WB
	1.00 ± 0.03
	1.25 ± 0.07
	1.25 ± 0.07
	F (2, 12) = 6.34, p=0.01

	GFAP+cells + GS+cells + GFAP+GS+cells
	IF
	1636.33 ± 34.83
	1624.05 ± 38.03
	1697.23 ± 19.49
	F (2, 12) = 1.52, p=0.26

	Iba1
	WB
	1.00 ± 0.06
	0.75 ± 0.16
	1.12 ± 0.24
	F (2, 11) = 1.17, p=0.34

	Iba1+cells
	IF
	190.40 ± 17.84
	202.79 ± 10.94
	206.95 ± 9.83
	F (2, 12) = 0.42, p=0.67

	IL-6
	PCR
	1.00 ± 0.09
	0.95 ± 0.11
	1.08 ± 0.08
	F (2, 9) = 0.46, p=0.64

	IL-18
	WB
	1.00 ± 0.16
	0.72 ± 0.27
	2.04 ± 1.03
	F (2, 11) = 1.03, p=0.39

	IL-1β
	PCR
	1.00 ± 0.27
	0.94 ± 0.12
	0.60 ± 0.05
	F (2, 14) = 2.49, p=0.12

	MAP2
	WB
	1.00 ± 0.06
	1.90 ± 0.20
	1.39 ± 0.20
	F (2, 11) = 7.34, p=0.0094

	NeuN+cells
	IF
	2712.56 ± 50.40
	2789.41 ± 60.93
	2605.71 ± 74.98
	F (2, 12) = 2.15, p=0.16

	NLRP3
	WB
	1.00 ± 0.08
	1.02 ± 0.06
	1.29 ± 0.10
	F (2, 11) = 0.50, p=0.62

	p50
	WB
	1.00 ± 0.02
	1.17 ± 0.12
	0.94 ± 0.18
	F (2, 9) = 0.95, p=0.42

	PSD95
	WB
	1.00 ± 0.10
	0.92 ± 0.25
	0.68 ± 0.06
	H (2) = 2.58, p=0.30

	p-CX43/
total CX43
	WB
	1.00 ± 0.10
	0.98 ± 0.05
	1.01 ± 0.07
	F (2, 11) = 0.02, p=0.98

	p[Ser536]p65
	WB
	1.00 ± 0.07
	1.09 ± 0.09
	0.91 ± 0.10
	F (2, 9) = 0.81, p=0.47

	p65
	WB
	1.00 ± 0.06
	1.36 ± 0.14
	1.12 ± 0.15
	F (2, 9) = 1.78, p=0.22

	Pro-Caspase1
	WB
	1.00 ± 0.13
	0.92 ± 0.06
	0.93 ± 0.07
	F (2, 11) = 0.17, p=0.84

	Synaptophysin
	WB
	1.00 ± 0.02
	0.82 ± 0.13
	0.96 ± 0.16
	F (2, 9) = 0.60, p=0.57

	S100B
	WB
	1.00 ± 0.14
	0.88 ± 0.06
	0.75 ± 0.14
	F (2, 11) = 1.12, p=0.36

	TGF-β
	PCR
	1.00 ± 0.12
	1.06 ± 0.07
	0.85 ± 0.06
	F (2, 13) = 1.57, p=0.24

	TLR4
	WB
	1.00 ± 0.20
	1.22 ± 0.14
	0.83 ± 0.14
	F (2, 11) = 0.86, p=0.45

	TNF-α
	PCR
	1.00 ± 0.34
	2.03 ± 0.46
	1.53 ± 0.45
	F (2, 11) = 1.03, p=0.39



Table S6. Results for each target studied in the PFC of CNT, FS-R and FS-V rats 48 h after acute FS 
	Target
(alphabetical order)
	Molecular technique
	CNT
(Mean ± SEM)
	FS-R
(Mean ± SEM)
	FS-V
(Mean ± SEM)
	ANOVA result

	BDNF/total BDNF
	WB
	1.00 ± 0.05
	1.35 ± 0.10
	1.04 ± 0.09
	F (2, 16) =3.79, p=0.04

	Caspase1
	WB
	1.00 ± 0.05
	1.03 ± 0.08
	0.99 ± 0.06
	F (2, 9) =0.10, p=0.90

	CD11b
	PCR
	1.00 ± 0.08
	1.16 ± 0.07
	1.41 ± 0.11
	F (2, 11) =5.46, p=0.02

	CD68
	WB
	1.00 ± 0.10
	0.95 ± 0.02
	0.96 ± 0.08
	F (2, 15) =0.75, p=0.49

	CX43
	WB
	1.00 ± 0.04
	1.02 ± 0.11
	1.29 ± 0.13
	F (2, 16) =2.73, p=0.02

	GDNF
	PCR
	1.00 ± 0.18
	1.23 ± 0.32
	1.73 ± 0.45
	F (2, 12) = 1.08, p=0.37

	GFAP
	WB
	1.00 ± 0.11
	1.43 ± 0.28
	1.42 ± 0.27
	F (2, 14) = 1.26, p=0.31

	GFAP+cells + GS+cells + GFAP+GS+cells
	IF
	1628.98 ± 137.58
	1953.16 ± 51.04
	1693.46 ± 36.03
	F (2, 12) = 2.86, p=0.0505

	Iba1+cells
	IF
	139.10 ± 6.99
	225.92 ± 17.76
	194.58 ± 3.99
	F (2, 12) = 15.24, p=0.0005

	Iba1
	WB
	1.00 ± 0.06
	1.07 ± 0.14
	0.95 ± 0.15
	F (2, 13) = 2.38, p=0.13

	IL-6
	PCR
	1.00 ± 0.17
	0.72 ± 0.15
	1.27 ± 0.40
	F (2, 8) = 1.06, p=0.39

	IL-18
	WB
	1.00 ± 0.12
	1.09 ± 0.29
	1.69 ± 0.07
	F (2, 12) = 5.32, p=0.02

	IL-1β
	PCR
	1.00 ± 0.06
	0.93 ± 0.02
	0.96 ± 0.06
	F (2, 12) = 0.49, p=0.62

	MAP2
	WB
	1.00 ± 0.09
	1.14 ± 0.05
	0.58 ± 0.06
	F (2, 16) = 13.07, p=0.0004

	NeuN+cells
	IF
	2618.86 ± 117.85
	2703.49 ± 182.98
	2565.14 ± 191.81
	F (2, 12) = 0.17, p=0.84

	NLRP3
	WB
	1.00 ± 0.08
	1.02 ± 0.07
	1.29 ± 0.08
	F (2, 12) = 0.77, p=0.49

	p[Ser536]p65
	WB
	1.00 ± 0.06
	1.58 ± 0.21
	1.50 ± 0.10
	F (2, 15) = 7.86, p=0.0046

	p50
	WB
	1.00 ± 0.15
	0.80 ± 0.18
	0.98 ± 0.29
	F (2, 9) = 0.27, p=0.78

	p65
	WB
	1.00 ± 0.17
	0.96 ± 0.18
	1.59 ± 0.14
	F (2, 16) = 2.79, p=0.09

	Pro-Caspase1
	WB
	1.00 ± 0.05
	0.96 ± 0.06
	0.99 ± 0.06
	F (2, 9) = 0.11, p=0.89

	PSD95
	WB
	1.00 ± 0.08
	1.01 ± 0.13
	0.68 ± 0.08
	F (2, 13) = 4.78, p=0.03

	S100B
	WB
	1.00 ± 0.15
	0.98 ± 0.14
	1.56 ± 0.13
	F (2, 13) = 5.48, p=0.02

	Synaptophysin
	WB
	1.00 ± 0.11
	1.00 ± 0.15
	0.99 ± 0.14
	F (2, 17) = 0.84, p=0.45

	TGF-β
	PCR
	1.00 ± 0.10
	1.41 ± 0.08
	1.25 ± 0.06
	F (2, 13) = 5.60, p=0.02

	TNF-α
	PCR
	1.00 ± 0.12
	1.60 ± 0.09
	2.17 ± 0.32
	F (2, 11) = 8.52, p=0.006


Table S7. Results for each target studied in the PFC of FS-V/Veh and FS-V/KET rats 48 h after acute FS 
	Target
(alphabetical order)
	Molecular technique
	FS-V/Veh
(Mean ± SEM)
	FS-V/KET (Mean ± SEM)
	Student t-test result

	BDNF
	WB
	1.00 ± 0.04
	1.11 ± 0.09
	t (12) = 1.08, p=0.30

	CD11b
	PCR
	1.00 ± 0.11
	0.76 ± 0.12
	t (7) = 4.21, p=0.004

	CX43
	WB
	1.00 ± 0.06
	0.88 ± 0.07
	t (10) = 2.61, p=0.03

	GDNF
	PCR
	1.00 ± 0.32
	0.51 ± 0.04
	t (9) = 2.39, p=0.04

	Iba1+cells
	IF
	194.37 ± 2.67
	139.55 ± 20.00
	t (5) = 3.22, p=0.02

	IL-18
	WB
	1.00 ± 0.05
	0.77 ± 0.08
	t (9) = 2.37, p=0.04

	MAP2
	WB
	1.00 ± 0.09
	1.51 ± 0.28
	t (10) = 2.58, p=0.02

	p-CX43/total CX43
	WB
	1.00 ± 0.02
	1.00 ± 0.10
	t (8) = 0.04, p=0.96

	p[Ser536]p65
	WB
	1.00 ± 0.06
	0.79 ± 0.04
	t (10) = 2.70, p=0.02

	p65
	WB
	1.00 ± 0.07
	1.32 ± 0.18
	t (12) = 1.63, p=0.13

	PSD95
	WB
	[bookmark: _heading=h.30j0zll]1.00 ± 0.13
	[bookmark: _heading=h.1fob9te]1.72 ± 0.75
	t (10) = 1.37, p=0.20

	S100B
	WB
	1.00 ± 0.05
	0.84 ± 0.05
	t (12) = 2.25, p=0.04

	TGF-β
	PCR
	1.00 ± 0.05
	1.00 ± 0.05
	t (8) = 0.08, p=0.93

	TLR4
	WB
	1.00 ± 0.13
	1.15 ± 0.23
	t (12) = 0.57, p=0.58

	TNF-α
	PCR
	1.00 ± 0.10
	0.61 ± 0.08
	t (5) = 3.30, p=0.02


Table S8. Results for each target studied in the PFC of FS-R/Veh and FS-R/KET rats 48 h after acute FS 
	Target
(alphabetical order)
	Molecular technique
	FS-R/Veh (Mean ± SEM)
	FS-R/KET (Mean ± SEM)
	Student t-test result

	BDNF
	WB
	1.00 ± 0.05
	0.92 ± 0.03
	t (8) = 1.32, p=0.22

	CD11b
	PCR
	1.00 ± 0.09
	0.58 ± 0.05
	t (9) = 4.01, p=0.003

	CX43
	WB
	1.00 ± 0.10
	0.87 ± 0.16
	t (6) = 0.64, p=0.55

	GDNF
	PCR
	1.00 ± 0.17
	0.48 ± 0.20
	t (8) = 1.34, p=0.21

	Iba1+cells
	IF
	226.40 ±17.58
	180.28 ± 7.54
	t (4) = 2.41, p=0.07

	IL-18
	WB
	1.00 ± 0.24
	1.17 ± 0.58
	t (6) = 0.27, p=0.79

	MAP2
	WB
	1.00 ± 0.21
	1.07 ± 0.18
	t (8) = 0.26, p=0.79

	p-CX43/total CX43
	WB
	1.00 ± 0.05
	1.05 ± 0.05
	t (6) = 0.05, p=0.96

	p[Ser536]p65
	WB
	1.00 ± 0.07
	1.03 ± 0.04
	t (5) = 0.20, p=0.85

	p65
	WB
	1.00 ± 0.01
	0.95 ± 0.05
	t (4) = 1.12, p=0.33

	PSD95
	WB
	1.00 ± 0.12
	1.06 ± 0.23
	t (5) = 0.25, p=0.81

	S100B
	WB
	1.00 ± 0.09
	0.99 ± 0.04
	t (8) = 0.09, p=0.93

	TGF-β
	PCR
	1.00 ± 0.05
	0.86 ± 0.03
	t (8) = 2.07, p=0.07

	TLR4
	WB
	1.00 ± 0.07
	1.04 ± 0.12
	t (6) = 0.25, p=0.81

	TNF-α
	PCR
	1.00 ± 0.05
	0.90 ± 0.07
	t (6) = 1.23, p=0.26
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