Supplementary Appendix
Supplementary Figure S1: The GO and KEGG enrichment analyses of the differentially expressed genes. (A and B) The differentially expressed genes were analyzed with KOBAS. (D) The differentially expressed genes were analyzed with FunRich.
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Supplementary Table S1: Differentially expressed genes between H1299/FAM83B OE and H1299/FAM83B NC by proteomic sequencing analysis. 
Supplementary Table S2: Significantly differential expressed genes between H1299/FAM83B OE and H1299/FAM83B NC by proteomic sequencing analysis.
Supplementary Table S3: Co-expression genes with FAM83B in cBioPortal database.
Supplementary Table S4: Co-expression genes with FAM83B in Coexpedia database.
Supplementary Table S5: The genes were identified according to the Gene Co-expression website in Funrich software.
The supplementary table was displayed separately in excel.
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