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Supplemental Fig. S1. Vertical profiles of physicochemical and biological parameters within the water columns of WLB (a) and ELB (b). DO, dissolved oxygen; Chl-a, chlorophyll a; PAR, photosynthetically active radiation; DIC, dissolved inorganic carbon; DOC, dissolved organic carbon; POC, particulate organic carbon; PON, particulate organic nitrogen.
Supplemental Fig. S2. Microbial taxonomic profiles of Lake Bonney revealed by genome-centric analysis.
Supplemental Fig. S3. The origin and abundance of genes catalyzing Calvin cycle or photosynthesis along the depth gradient.
Supplemental Table S1. Summary of metagenomic datasets and assembly results 
Supplemental Table S2. The list and TPM value of KOs for 10 water column samples from Lake Bonney
Supplemental Table S3. Information on key enzymes involved in microbial metabolism in Lake Bonney
Supplemental Table S4. The list and TPM values of KOs coding the glycoside hydrolase family
Supplemental Table S5. The list and TPM value of KOs coding MEROPS peptidases
Supplemental Table S6. The list and TPM values of genes catalyzing iron metabolism
Supplemental Table S7. Overall information of assembled genomes and their metabolisms
Supplemental Table S8. The results of KEGG-decoder analysis for the assembled genomes
Supplemental Table S9. List of KOs belonging to the glycoside hydrolase and MEROPS families
Supplemental Table S10. Information on genes involved in the Calvin cycle and photosynthesis
33
