Triose phosphate utilization determines the Yield-Grain protein trade-off in contrasting rice genotypes under varying light intensities
Nagaraju Spoorthi1, Ramesh Mohan1, Preethi Vijayaraghavreddy1, Ramachandra Abhishree1, Purushothama Chaitanya1, and Sheshshayee Sreeman1*.
1Department of Crop Physiology, University of Agricultural Sciences, GKVK, Bengaluru, India
*For correspondence: msshesh1@uasbangalore.edu.in
SUPPLEMENTARY DATA
	Sl. No
	GEN_RIC No.
	NAME
	GPC type

	1
	GEN_RIC 812
	GEANT W 7::IRGC 114-1
	High protein type

	2
	GEN_RIC 774
	LUA DUC::IRGC 16718-1
	Low protein type


Supplementary Table 1: Selected contrasting germplasm lines with their genotypic name and grain protein type used for the study.

Supplementary Table 2: List of nitrate transport genes used for the study, their primer sequence, locus ID, and amplicon size.                                                                      
	Gene Name
	Primer sequence
	Locus ID
	Amplicon size (bp)

	NRT1.0
	F: 5’-GCAACTTGGTCAGGAACA-3’
R: 5’-GTGTCATCAAATTGATCAGC-3’
	Os03g0235900
	108

	NRT2.1
	F: 5’- GCATATGAGGACGTTCCA -3’
R: 5’- AGTCGATGAGCGACATGC -3’
	Os02g0112100
	234

	NRT2.3
	F: 5’- GCGTGGTTCTCCTTCTTCT -3’
R: 5’- ACTGGATGATGGAGGAGC -3’
	Os01g0704100
	207

	NPF2.4
	F: 5’- GCCCTTCATCATAGGGAACGA-3’ 
R: 5’- ATCGTCAGCAAGAACATGC -3’
	Os01g0547600
	212

	NPF2.2
	F: 5’- GCTTCTTCAACTGGTACTACTT-3’ 
R: 5’- TCCGTGTGCTTGATCTTGGC -3’
	Os12g0638200
	280

	NRT1.1b
	F: 5’- GCTGGTGTACGTGCAGGACAA-3’
R: 5’- TTGCCCTTGACGTCATGGC -3’
	Os10g0554200
	218
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Supplementary Fig. 1: Light response curves plotted for contrasting genotypes. X-axis represents CO2 assimilation rate, A (µmol m-2 s-1) and Y-axis represents Photosynthetic photon flux density, PPFD (µmol m-2 s-1). a) GEN_RIC 812 under low light condition. b) GEN_RIC 812 under ambient light condition. c) GEN_RIC 774 under low light condition. d) GEN_RIC 774 under ambient light condition.
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Supplementary Fig. 2: CO2 response curves plotted for contrasting genotypes. X-axis represents CO2 assimilation rate, A (µmol m-2 s-1) and Y-axis represents intercellular CO2 concentration, Ci (µmol m-1). a) GEN_RIC 812 under low light condition. b) GEN_RIC 812 under ambient light condition. c) GEN_RIC 774 under low light condition. d) GEN_RIC 774 under ambient light condition.
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F: 5’


-


GCAACTTGGTCAGGAACA


-


3’


 


R: 5’


-


GTGTCATCAAATTGATCAGC


-


3’


 


Os03g0235900


 


108


 


NRT2.1
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Sl. No  GEN_RIC No.  NAME  GPC type  

1  GEN_RIC 812  GEANT W 7::IRGC 114 - 1  High protein type  

2  GEN_RIC 774  LUA DUC::IRGC 16718 - 1  Low protein type  

Gene  Name  Primer sequence  Locus ID  Amplicon  size (bp)  

NRT1.0  F: 5’ - GCAACTTGGTCAGGAACA - 3’   R: 5’ - GTGTCATCAAATTGATCAGC - 3’  Os03g0235900  108  

NRT2.1  F: 5’ -   GCATATGAGGACGTTCCA  - 3’   R: 5’ -   AGTCGATGAGCGACATGC  - 3’  Os02g0112100  234  

NRT2.3  F: 5’ -   GCGTGGTTCTCCTTCTTCT  - 3’   R: 5’ -   ACTGGATGATGGAGGAGC  - 3’  Os01g0704100  207  

NPF2.4  F: 5’ -   GCCCTTCATCATAGGGAACGA - 3’    R: 5’ -   ATCGTCAGCAAGAACATGC  - 3’  Os01g0547600  212  

NPF2.2  F: 5’ -   GCTTCTTCAACTGGTACTACTT - 3’    R: 5’ -   TCCGTGTGCTTGATCTTGGC  - 3’  Os12g0638200  280  

NRT1.1b  F: 5’ -   GCTGGTGTACGTGCAGGACAA - 3’   R: 5’ -   TTGCCCTTGACGTCATGGC  - 3’  Os10g0554200  218  

