Supplementary information

Table S1. The 26 m7G-related regulators used in this study.

m7G-related regulators

Ref

CYFIP2, DCP2, DCPS,
EIF3D, EIF4E,
EIFAELB, EIF4E2,
EIFAES, EIF4G3,
GEMINS, IFIT5,
LARP1, LSM1,
METTL1, NCBP1,
NCBP2, NUDT1,
NUDT10, NUDT11,
NUDT16, NUDT16L1,
NUDT4, NUDTS5,
NUDTY7, SNUPN,
WDR4

1.

Chen Z, Zhang Z, Ding W, Zhang JH, Tan ZL, Mei YR, et al.
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Table S2. The primer sequences used in this research.

Gene Forward Reverse

h-EIF4AE2 ACAACAAGTTCGACGCTTTGA | TCTCTTGCTACTGCTCTGATTCT

h-EIF4E3 AAGGGTGGCGTATGGAAGATG | CGGTCCCGAACACTGACACTAA
AAAG C

h-EIFAG3 CCTAGAGCTACCATCCCGAAC | GGGCCACTATGACGGTACTG

h-EIF3D GTGGAGGACGACATGGATAAG | GTGCTCACAACGGACAATAAG

h-WDR4 CGTCTACTCCTTTTCGGTGCTG | GCAGTGAGGATGAAGCGGTCA

T

h-NUDT16 TACGCCATACTGATGCAGA GTCCTCTAGGCTTCTGTCCT

h-NUDT16L1 | ACCCTCCTCTTGTACGTCTCAT | ATCCTCCACCCACACATCCCAT
CAC C

h-SNUPN CTCCCGAAAGCCTGTGTGATG | GCTGTAGTGGGTCTGTTTGTGG
TG TAG

h- B actin GAGAAAATCTGGCACCACACC | GGATAGCACAGCCTGGATAGCA

A
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Figure S1. Survival curves after grouping by treatment and risk. (A) Survival
curves after grouping by radiotherapy and risk. (B) Survival curves after grouping by

chemotherapy and risk.
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Figure S2. Correlation analysis of the relationship between m7G regulators and
immune cell infiltration. The figures showed that EIF3D, EIF4E2, EIF4G3,
NUDT16 and SNUPN were significantly correlated with monocytes/macrophages.
EIF4E2, EIFAG3, NUDT16 and SNUPN were correlated with CD8 T cells. EIF4E2
and SNUPN were correlated with B cells. EIF4E2 was positively correlated with CD4
T cells. NUDT16L1 was negatively correlated with DC cells.



