
Sequencing data generated in this study (metaviromes, metagenomes and metatranscriptomes) were deposited under the European Nucleotide Archive (ENA) accession code PRJEB27445.
Contigs can be accessed at: 
https://data.cyverse.org/dav-anon/iplant/home/lolesramosub/Ramos-Barbero%2C%20MD.%20%28...%29%20%26%20Ant%C3%B3n%2CJ.%202023/6_all_pond_contigs.rar 
All the isolated virus genomes can be accessed at:
https://data.cyverse.org/dav-anon/iplant/home/lolesramosub/Ramos-Barbero%2C%20MD.%20%28...%29%20%26%20Ant%C3%B3n%2CJ.%202023/192_isolated_viral_genomes.fasta
Selected viral genomes, representative of the two species, can be found at:
https://data.cyverse.org/dav-anon/iplant/home/lolesramosub/Ramos-Barbero%2C%20MD.%20%28...%29%20%26%20Ant%C3%B3n%2CJ.%202023/1_viral_genebankfiles.rar

[bookmark: _GoBack]
