Table S1. Values of the calculated genetic parameters of the hawksbill turtle population in the Persian Gulf
	Population
	N
	K
	Ne
	I
	Ho
	He

	Qeshm
	35
	4/615±0/538
	2/767±0/294
	1/081±0/123
	0/378±0/075
	0/575±0/058

	Kish
	26
	3/846±0/390
	2/5±0/257
	1/022±0/094
	0/524±0/079
	0/557±0/040

	Lavan
	17
	3/154±0/421
	2/269±0/216
	0/856±0/109
	0/729±0/091
	0/506±0/053

	Shidvar
	6
	2/385±0/331
	1/994±0/268
	0/657±0/131
	0/308±0/110
	0/397±0/071

	Nayband Bay
	13
	2/692±0/414
	2/117±0/272
	0/729±0/123
	0/604±0/111
	0/446±0/064

	Nakhiloo
	8
	3±0/408
	2/091±0/248
	0/770±0/131
	0/308±0/092
	0/433±0/069

	Ommolkaram
	15
	3/769±0/441
	2/740±0/313
	1/021±0/134
	0/415±0/075
	0/554±0/066

	Kharkoo
	7
	2/231±0/201
	1/936±0/160
	0/651±0/099
	0/378±0/075
	0.423±0.063


N: Sample size, K: The highest average of number of observed alleles, Ne: Effective alleles, Ho: Observed heterozygosity, He: Expected heterozygosity, I: Shannon index


Table S2. Fst (lower diagonal numbers) and Nm (upper diagonal numbers) values calculated based on AMOVA. 
	
	Qeshm
	Kish
	Lavan
	Shidvar
	Nayband Bay
	Nakhiloo
	Ommolkaram
	Kharkoo

	Qeshm
	0
	0.913
	0.871
	0.700
	0.726
	1.068
	1.543
	0.658

	Kish
	0.215
	0
	1.032
	0.511
	0.699
	0.551
	0.840
	1.043

	Lavan
	0.223
	0.195
	0
	0.539
	0.753
	0.529
	0.822
	0.939

	Shidvar
	0.263
	0.329
	0.317
	0
	0.703
	0.565
	0.727
	0.493

	Nayband Bay
	0.256
	0.263
	0.249
	0.262
	0
	0.516
	0.625
	1.154

	Nakhiloo
	0.190
	0.312
	0.321
	0.307
	0.327
	0
	5.393
	0.386

	Ommolkaram
	0.139
	0.229
	0.233
	0.256
	0.286
	0.044
	0
	0.619

	Kharkoo
	0.275
	0.193
	0.210
	0.336
	0.178
	0.393
	0.288
	0
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