Additional Information:
For the six TCGA database projects we referenced (Table 3), the pertinent links and references are provided below:
Project 1: Glioblastoma Multiforme (TCGA, PanCancer Atlas). Available at: https://datacatalog.mskcc.org/dataset/10414  Retrieved on September 3, 2023.
Project 2: Glioblastoma Multiforme (TCGA, Firehose Legacy). Available at: https://datacatalog.mskcc.org/dataset/10472  Retrieved on September 3, 2023.
Project 3: Glioblastoma (TCGA, Nature 2008)
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Project 4: Glioblastoma (TCGA, Cell 2013)
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Project 5: Glioblastoma (Columbia, Nat Med. 2019)
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Project 6: Glioblastoma (CPTAC, Cell 2021)
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