[bookmark: OLE_LINK65]Supplemental Table 1 Correlation of ENSEP3 expression with clinicopathological features esophageal carcinoma
	Clinicopathological features
	n
	ENSEP3
	Relative expression of ENSEP3
	P

	
	
	High(9)
	Low(16)
	
	

	Age (year)
	
	
	
	
	0.026

	<60
	9
	6
	3
	0.156±0.560
	

	≥60
	16
	3
	13
	0.093±0.058
	

	Male/female
	
	
	
	
	0.897

	Male
	19
	7
	12
	0.113±0.059
	

	Female
	6
	2
	4
	0.117±0.088
	

	Pathological pattern
	
	
	
	
	0.456

	EAC
	2
	0
	2
	0.080±0.057
	

	ESC
	23
	9
	14
	0.166±0.066
	

	Tumor location
	
	
	
	
	0.283

	Middle
	21
	9
	12
	0.118±0.068
	

	Lower
	4
	0
	4
	0.090±0.038
	

	Pathological grade 
	
	
	
	
	0.301

	GX
	1
	0
	1
	0
	

	G1
	4
	2
	2
	0.145±0.085
	

	G2
	6
	2
	4
	0.120±0.054
	

	G3
	14
	5
	9
	0.110±0.060
	

	Clinical stage
	
	
	
	
	0.1907

	Ⅰ-Ⅱ
	15
	7
	8
	0.120±0.060
	

	Ⅲ-Ⅳ
	10
	2
	8
	0.102±0.068
	

	Lymph node metastasis
	
	
	
	
	0.976

	Negative
	12
	6
	6
	0.127±0.061
	

	Positive
	13
	3
	10
	0.102±0.068
	


ECA: esophageal adenocarcinoma, ESA：esophageal squamous carcinoma, Unpaired Student’s t test was used. Error bars represent the mean ± SD.
Supplemental Table 2 MS results of standard sample ENSEP1
	Sequence
	Modifications
	#PSMs
	Abundance
	Charge
	m/z [Da]
	RT [min]

	MEPGDMESLASVSPSIAGGETLEERAR
	
	3
	1401178.875
	3
	940.44757
	11.5483

	MEPGDMESLASVSPSIAGGETLEERARLN
	
	909
	3895131299
	4
	762.36902
	12.7302

	MEPGDMESLASVSPSIAGGETLEERARLN
	1xOxidation [M]
	234
	100350421.9
	3
	1021.4873
	12.2358

	MEPGDMESLASVSPSIAGGETLEERARLN
	2xOxidation [M1; M6]
	33
	1404543.719
	3
	1026.81873
	9.9592

	MEPGDMESLASVSPSIAGGETLEERARLN
	1xAcetyl [N-Term]; 1xOxidation [M6]
	3
	8495008
	3
	1035.49023
	13.0824

	MESLASVSPSIAGGETLEER
	1xAcetyl [N-Term]
	6
	156211.9453
	2
	1053.01135
	15.6445

	MESLASVSPSIAGGETLEERARLN
	
	13
	1850970.125
	3
	839.76013
	10.6555

	MESLASVSPSIAGGETLEERARLN
	1xAcetyl [N-Term]
	2
	297035.1875
	3
	853.76294
	11.8261


Supplemental Table 3 MS results of standard sample ENSEP2
	Sequence
	Modifications
	#PSMs
	Abundance
	Charge
	m/z [Da]
	RT [min]

	MEPGDMESLASVSPSIAGGETLEERARLN
	
	37
	15030081.56
	3
	1016.15594
	12.8269

	MEPGDMESLASVSPSIAGGETLEERARLN
	1xOxidation [M]
	8
	370748.8125
	3
	1021.48651
	12.346

	MESLASVSPSIAGGETLEER
	
	7
	640689.0781
	3
	688.33777
	10.3307

	MESLASVSPSIAGGETLEERAR
	
	14
	1062989.5
	3
	764.05011
	8.9746

	MESLASVSPSIAGGETLEERARLN
	
	836
	4917523763
	3
	839.7597
	11.3575

	MESLASVSPSIAGGETLEERARLN
	1xOxidation [M1]
	61
	91286367.47
	3
	845.09186
	10.4381


Supplemental Table 4 List of ENSEP1& ENSEP2 peptides for PRM idenfication
	Sample
	Target peptides
	Mass-charge ratio (m/z)
	Missing cut points
	charge

	ENSEP1
	MEPGDMESLASVSPSIAGGETLEERARLN
	1016.15338
	2
	3

	
	MEPGDMESLASVSPSIAGGETLEERAR	
	940.44438
	1
	3

	
	MEPGDMESLASVSPSIAGGETLEERARLN
	1523.72643
	2
	2

	ENSEP2
	MESLASVSPSIAGGETLEERARLN
	839.75863
	2
	3

	
	MESLASVSPSIAGGETLEERAR
	764.04963
	1
	3

	
	MESLASVSPSIAGGETLEER
	688.33689
	0
	3

	
	MESLASVSPSIAGGETLEERAR
	1145.57081
	1
	2

	
	MESLASVSPSIAGGETLEER
	1032.0017
	0
	2


Supplemental Table 5 MS results of standard sample ENSEP3
	Sequence
	Modifications
	#PSMs
	Abundance
	Charge
	m/z [Da]
	RT [min]

	MVEEERPSR
	
	1288
	1401178.875
	2
	566.77356
	

	MVEEERPSR
	
	1724
	3895131299
	3
	378.18512
	8.63


Supplemental Table 6 List of ENSEP3 peptides for PRM idenfication
	Sample
	Target peptides
	ss-charge ratio (m/z)
	Missing cut points
	charge

	ENSEP3
	MVEEERPSR
	566.77356
	0
	2

	
	MVEEERPSR	
	378.18512
	0
	3




