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	Na
	Ne
	PIC
	Ho
	He
	I

	BH-QG
	7.111±3.214
	4.117±1.960
	0.652±0.196
	0.540±0.349
	0.684±0.193
	1.500±0.534

	FCG-QS
	7.273±4.079
	4.556±2.770
	0.658±0.187
	0.409±0.300
	0.694±0.178
	1.524±0.579

	HP-ST
	9.639±3.712
	5.126±2.704
	0.732±0.120
	0.524±0.325
	0.759±0.112
	1.773±0.423

	ZJ-CT
	10.788±6.194
	5.808±3.451
	0.726±0.174
	0.524±0.360
	0.756±0.151 
	1.811±0.636


Note: Na: number of alleles per locus across all populations; Ne: effective number of alleles; PIC: polymorphic information content; Ho: observed heterozygosity; He: expected heterozygosity; I: Shannon's information index.

