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Corynebacterium
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Oscillospiraceae,g_UCG-005

Christensenellaceae_R_7_group

[Eubacterium coprostanoligenes group 
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Lachnospiraceae_NK4A136_group
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Enterococcus

Clostridia-UCG-014

Escherichia-Shigella

Muribaculaceae
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Lactobacillus


