[bookmark: _GoBack]Table 1. Gene variants significantly associated with PCOS risk
	Gene
	SNP
	Chromosomal position
	Variant allele
	MAF
	OR (95% CI)
	p-value

	
	
	
	
	PCOS
	Control
	
	

	LDLR

	rs10423288
	19:11215846 
	C
	0.096
	0.014
	8.226
(2.440, 27.732)
	0.0007

	
	rs2738450
	19:11228965
	A
	0.471
	0.327
	1.803
(1.240, 2.622)
	0.0020

	
	rs5925
	19:11230881
	C
	0.478
	0.338
	1.786
(1.231, 2.592)
	0.0023

	
	rs1433099
	19:11242658 
	T
	0.261
	0.361
	0.629
(0.428, 0.923)
	0.0177

	
	rs1010679
	19:11207102
	C
	0.029
	0.021
	1.633
(1.081, 2.468)
	0.0199

	
	rs17242395
	19:11206969
	A
	0.110
	0.061
	2.113
(1.057, 4.226)
	0.0343

	
	rs73015034
	19:11209722
	A
	0.107
	0.058
	2.113
(1.057, 4.226)
	0.0343

	
	rs2228671
	19:11210912
	T
	0.110
	0.061
	2.113
(1.057, 4.226)
	0.0343

	
	rs2738446
	19:11227326
	G
	0.401
	0.302
	1.462
(1.008, 2.122)
	0.0455

	XDH
	rs207454
	2:31567632
	G
	0.180
	0.086
	2.243
(1.265,3.976)
	0.0057

	GPX3
	rs11548
	5:150407783
	T
	0.213
	0.121
	1.957
(1.200, 3.190)
	0.0071

	IL1B
	rs1143623
	2:113595829
	G
	0.324
	0.432
	0.612
(0.424, 0.885)
	0.0090

	
	rs12621220
	2:113598255
	T
	0.320
	0.429
	0.625
(0.433, 0.901)
	0.0118

	
	rs4848306
	
2:113598107
	A
	0.313
	0.225
	1.628
(1.071, 2.476)
	0.0227

	
	rs16944
	
2:113594867
	G
	0.445
	0.350
	1.481
(1.016, 2.158)
	0.0411

	NFKB1
	rs230535
	4:103448582
	A
	0.206
	0.293
	0.585
(0.388, 0.881)
	0.0103

	
	rs230493
	4:103486216
	A
	0.217
	0.306
	0.589
(0.391, 0.885)
	0.0110

	
	rs230504
	
4:103481561
	T
	0.202
	0.288
	0.601
(0.399, 0.903)
	0.0144

	
	rs3774937
	4:103434253
	C
	0.198
	0.275
	0.604
(0.398, 0.916)
	0.0177

	
	rs3774959
	4:103511114
	A
	0.224
	0.307
	0.613
(0.407, 0.923)
	0.0192

	
	rs28362491
	4:103422159
	C
	0.231
	0.299
	0.674
(0.454, 0.999)
	0.0497

	TNF
	rs3093556
	6:31548451
	G
	0.078
	0.126
	0.454
(0.241, 0.856)
	0.0147

	
	rs1041981
	6:31540784
	A
	0.228
	0.304
	0.640
(0.426, 0.962)
	0.0319

	
	rs1800683
	
6:31540071 
	A
	0.228
	0.306
	0.645
(0.430, 0.967)
	0.0340

	
	rs909253
	
6:31540313
	G
	0.233
	0.307
	0.645
(0.430, 0.967)
	0.0340

	APOB
	rs512535
	
2:21267782
	T
	0.375
	0.289
	1.560
(1.091, 2.231)
	0.0149

	SOD2
	rs2758348
	
6:160116640
	T
	0.254
	0.182
	1.711
(1.097, 2.667)
	0.0179

	SELENOP
	rs9686343
	
5:42842763 
	C
	0.474
	0.369
	1.556
(1.068, 2.268)
	0.0214

	DIO2
	rs78594529
	14:80783517
	A
	0.096
	0.057
	2.315
(1.125, 4.764)
	0.0226

	ALOX5AP
	rs4769060
	13:31337877
	G
	0.276
	0.345
	0.623
(0.413, 0.939)
	0.0238

	
	rs3885907
	13:30740318
	C
	0.291
	0.345
	0.638
(0.424, 0.960)
	0.0312

	SAA2
	rs2468844
	11:18267027
	C
	0.282
	0.214
	1.673
(1.069, 2.619)
	0.0243

	SOD3
	rs2239585
	
4:24794319
	A
	0.188
	0.261
	0.621
(0.410, 0.942)
	0.0249

	
	rs758946
	4:24807287
	C
	0.044
	0.079
	0.404
(0.176, 0.927)
	0.0325

	ABCA1
	rs12686004
	
9:107653426
	A
	0.165
	0.243
	0.600
(0.381, 0.944)
	0.0273

	
	GSA-rs4149339
	9:107545156
	A
	0.3778
	0.2806
	1.652 
(1.112, 2.455)
	0.0129

	
	GSA-rs4149338
	9:107545903
	A
	0.3741
	0.277
	1.6578 
(1.113, 2.468)
	0.0128

	
	GSA-rs62568212
	9:107689035
	T
	0.114
	0.06071
	2.110
(1.079, 4.127)
	0.0290

	
	GSA-rs2437817
	9:107690057
	A
	0.4118
	0.4893
	0.705 
(0.498, 0.997)
	0.0482

	DIO1
	rs2235544
	
1:54375570
	C
	0.293
	0.360
	0.648
(0.439, 0.956)
	0.0289

	TXNRD1
	rs28672744
	
12:104748814
	T
	0.239
	0.329
	0.658
(0.448, 0.966)
	0.0325

	
	rs7301631
	
12:104673262
	T
	0.305
	0.361
	0.668
(0.451, 0.989)
	0.0441

	GPX2
	rs17880758
	
14:65409096
	T
	0.121
	0.164
	0.568
(0.330, 0.978)
	0.0414

	MTR
	rs2275565
	
1:237048676
	T
	0.415
	0.336
	1.487
(1.014, 2.181)
	0.0424




