	Description
	setSize
	enrichmentScore
	NES
	pvalue
	p.adjust

	RRNA processing
	203
	0.587063293
	2.624877376
	0.001036269
	0.01113987

	RRNA modification in the nucleus and cytosol
	60
	0.694002897
	2.558865741
	0.000428633
	0.009727267

	cell cycle checkpoints
	292
	0.550040087
	2.551735869
	0.001824818
	0.017026841

	chromosome maintenance
	140
	0.579373712
	2.474843784
	0.000726216
	0.009727267

	DNA irdamage and cellular response via ATR
	80
	0.632572072
	2.471621031
	0.000497265
	0.009727267

	PLK1 pathway
	45
	0.69867858
	2.444542276
	0.000382848
	0.009727267

	DNA replication
	42
	0.705492607
	2.433791892
	0.000372995
	0.009727267

	retinoblastoma gene in cancer
	87
	0.613875487
	2.432243298
	0.000531067
	0.009727267

	DNA replication
	128
	0.576373118
	2.42340784
	0.000668449
	0.009727267

	G2 M checkpoints
	168
	0.553046022
	2.418134106
	0.000845309
	0.010380214

	TRNA processing
	108
	0.585104045
	2.409602504
	0.000588235
	0.009727267

	WNT signaling pathway and pluripotency
	101
	0.415717612
	1.686583439
	0.001147447
	0.011927409

	negative regulation of NOTCH4 signaling
	54
	0.469231025
	1.699418785
	0.002457002
	0.021487438

	PI3KAKT signaling pathway
	331
	-0.36314162
	-1.343577107
	0.007007635
	0.044765756

	L1CAM interactions
	121
	-0.52897243
	-1.800334037
	0.000118765
	0.008788943



