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	ID
	Description
	GeneRatio
	BgRatio
	pvalue
	p.adjust
	qvalue

	BP
	GO:0048732
	gland development
	7/21
	434/18670
	3.07E-07
	7.41E-05
	3.29E-05

	BP
	GO:0050900
	leukocyte migration
	7/21
	499/18670
	7.85E-07
	0.000147539
	6.55E-05

	BP
	GO:0007160
	cell-matrix adhesion
	6/21
	225/18670
	1.34E-07
	4.52E-05
	2.01E-05

	BP
	GO:0030336
	negative regulation of cell migration
	6/21
	334/18670
	1.36E-06
	0.000229392
	0.000101895

	BP
	GO:0014910
	regulation of smooth muscle cell migration
	5/21
	84/18670
	3.14E-08
	3.98E-05
	1.77E-05

	CC
	GO:0031253
	cell projection membrane
	4/21
	345/19717
	0.000435617
	0.016284755
	0.008213802

	CC
	GO:0005925
	focal adhesion
	4/21
	405/19717
	0.000795627
	0.016284755
	0.008213802

	CC
	GO:0150034
	distal axon
	3/21
	285/19717
	0.003277355
	0.022514798
	0.011356148

	CC
	GO:0098802
	plasma membrane receptor complex
	3/21
	295/19717
	0.003611119
	0.022514798
	0.011356148

	CC
	GO:0030667
	secretory granule membrane
	3/21
	298/19717
	0.003715169
	0.022514798
	0.011356148



