 Table 2:  AutoDock Vina screening of various top candidate proteins

	Candidate Protein  PDB IDs
	Binding Energy kcal/ mol
	Docking Plot
	Interaction Diagram

	6NWL
	-10.75
	[image: ]
	[image: ]

	2V95
	-9.67
	[image: https://cdn.rcsb.org/images/structures/v9/2v95/2v95_assembly-1.jpeg]
	
[image: ]

	2VDY
	-9.28
	[image: https://cdn.rcsb.org/images/structures/vd/2vdy/2vdy_assembly-1.jpeg]
	[image: ]



 

Table 3:  Interaction diagrams of baseline peptide compared with glucose and progesterone

	[image: A diagram of a chemical structure

Description automatically generated]
	[image: A diagram of a molecule

Description automatically generated]

	Progesterone –  BE: -5.38 kcal/mol
	Glucose – BE: -3.34 kcal/mol
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