
	Supplementary Table S1 Primers used in this study

	Primer Name
	Purpose 
	Sequence
	Temperature
	Size

	101-1
	5’-UTR
	[bookmark: _Toc31288][bookmark: _Toc15090][bookmark: _Toc27569][bookmark: _Toc26409]R-GGTATCTGATGAACAATAAC
	[bookmark: _Toc29141][bookmark: _Toc10251][bookmark: _Toc22423][bookmark: _Toc23224]54℃
	[bookmark: _Toc13043][bookmark: _Toc26537][bookmark: _Toc17214][bookmark: _Toc11467]468 bp

	101-2
	3’-UTR
	[bookmark: _Toc18146][bookmark: _Toc3476][bookmark: _Toc9698][bookmark: _Toc11885]F-GTCTAGGAGGTCATAAGGCT
	56℃
	290 bp

	101-3
	5’-UTR
	R-TTGTACTAACATGACGCACC
	56℃
	259 bp

	101-4
	3’-UTR
	F-GTGTGCTCCTTTCACTCTGT
	56℃
	140 bp

	101-5
	CP
	F-ATAGCTACAATTCACTTTCC
	52℃
	463 bp

	101-6
	
	R-CCTTATATTCATGAGGAATT
	
	

	101-7
	CP
	F-CTCTGTATGGATATGAGTTAGG
	58℃
	547 bp

	101-8
	
	R-ATCAACTCGTGAACGTCTTTG
	
	




	Supplementary Table S2 Comparison of amino acid sequences of the genes encoded by Pittosporum tobira waikavirus with those of other members of the genus Waikavirus

	Virus
	GenBank no.
	Amino acid sequence identity (%)

	
	
	ORF1
	ORF2
	Pro-RdRp
	P1
	CP1
	CP2
	CP3
	HTB
	Pro
	RdRp

	Actinidia yellowing virus 1
	MN180070
	39.0
	-
	50.7
	-
	-
	-
	-
	-
	-
	-

	Maize chlorotic dwarf virus
	NC_003626
	22.9
	-
	40.8
	10.3
	25.2
	25.5
	15.9
	20.9
	20.6
	40.7

	Red clover associated virus 1
	MH325329
	23.0
	-
	40.9
	13.1
	28.4
	32.0
	18.0
	22.2
	22.3
	39.5

	Bellflower vein chlorosis virus
	NC_027915
	23.2
	-
	36.8
	13.2
	24.8
	32.3
	19.4
	23.3
	22.2
	37.5

	Rice tungro spherical virus
	NC_001632
	22.4
	-
	40.2
	11.8
	27.4
	28.4
	19.3
	20.7
	18.6
	39.7

	Camellia virus A
	NC_077103
	33.6
	45.8
	48.7
	23.3
	37.4
	47.2
	40.0
	30.3
	31.4
	49.1



