Table S1 Predicted functions of phage vP_VpaS_VP-RY-9 proteins.
	ORF
	Strand
	Start
	End
	Predicted protein functionsand best match
	Identity
	E-value
	Genebank accession No.

	1
	+
	1
	1224
	ATPase [Vibrio phage vB_VhaS-VHB1]
	56.39%
	6e-150
	QKE60715.1

	2
	+
	1627
	3093
	DNA binding protein [Vibrio phage vB_VhaS-VHB1]
	39.96%
	2e-97
	QKE60716.1

	3
	+
	3098
	3676
	hypothetical protein ValSw41_95 [Vibrio phage ValSw4_1]
	98.96%
	1e-140
	QAY01911.1

	4
	+
	3673
	5181
	DNA helicase [Vibrio phage vB_VhaS-VHB1]
	69.37%
	0
	QKE60718.1

	5
	+
	5246
	5818
	hypothetical protein ValSw41_97 [Vibrio phage ValSw4_1]
	100.00%
	5e-130
	QAY01913.1

	6
	+
	5836
	6822
	hypothetical protein ValSw41_98 [Vibrio phage ValSw4_1]
	100.00%
	0
	QAY01914.1

	7
	+
	6833
	7828
	hypothetical protein ValSw41_99 [Vibrio phage ValSw4_1]
	99.40%
	0
	QAY01915.1

	8
	+
	7879
	9312
	P-loop containing nucleoside triphosphate hydrolase [Vibrio phage 1.215.A._10N.222.54.F7]
	64.89%
	0
	AUR96013.1

	9
	+
	9389
	9781
	DNA binding protein [Vibrio phage vB_VhaS-VHB1]
	59.68%
	4e-40
	QKE60723.1

	10
	+
	9788
	10213
	hypothetical protein ValSw41_102 [Vibrio phage ValSw4_1]
	97.87%
	4e-98
	QAY01918.1

	11
	+
	10224
	11303
	RecA [Vibrio phage vB_VhaS-VHB1]
	74.16%
	0
	QKE60725.1

	12
	+
	11310
	11717
	hypothetical protein ValSw41_104 [Vibrio phage ValSw4_1]
	100.00%
	5e-96
	QAY01920.1

	13
	+
	11707
	12702
	rubredoxin-type fold protein [Vibrio phage vB_ValS_PJ32]
	61.56%
	9e-144
	QNJ59204.1

	14
	+
	12704
	13267
	ribonuclease [Vibrio phage vB_VhaS-VHB1]
	73.51%
	7e-98
	QKE60728.1

	15
	+
	13357
	14415
	hypothetical protein ValSw41_107 [Vibrio phage ValSw4_1]
	99.43%
	0
	QAY01923.1

	16
	+
	14680
	15420
	hypothetical protein ValSw41_108 [Vibrio phage ValSw4_1]
	100.00%
	0
	QAY01924.1

	17
	+
	15436
	16155
	hypothetical protein ValSw41_109 [Vibrio phage ValSw4_1]
	98.74%
	2e-174
	QAY01925.1

	18
	+
	16169
	16978
	coil containing protein [Vibrio phage vB_VcaS_HC]
	69.33%
	2e-112
	QCG76654.1

	19
	+
	16953
	18956
	terminase large subunit [Vibrio phage vB_VcaS_HC]
	67.18%
	0
	QCG76653.1

	20
	+
	18937
	19209
	hypothetical protein ValSw41_112 [Vibrio phage ValSw4_1]
	98.89%
	7e-59
	QAY01928.1

	21
	+
	19298
	19543
	hypothetical protein ValSw41_113 [Vibrio phage ValSw4_1]
	98.77%
	2e-51
	QAY01929.1

	22
	+
	19540
	19941
	hypothetical protein [Vibrio phage J14]
	100.00%
	6e-90
	APD18891.1

	23
	+
	19941
	22034
	pyruvate phosphate dikinase [Vibrio phage vB_VhaS-VHB1]
	43.39%
	1e-179
	QKE60738.1

	24
	+
	22037
	22549
	hypothetical protein [Vibrio phage J14]
	96.12%
	4e-64
	APD18882.1

	25
	+
	22542
	23003
	dual specificity protein phosphatase [Vibrio phage J14]
	96.43%
	1e-50
	APD18881.1

	26
	+
	23033
	24103
	hypothetical protein ValSw41_4 [Vibrio phage ValSw4_1]
	100.00%
	0
	QAY01826.1

	27
	+
	24093
	24947
	pyruvate decarboxylase [Vibrio phage vB_VhaS-VHB1]
	43.97%
	1e-70
	QKE60742.1

	28
	+
	24970
	27312
	polymerase [Vibrio phage ValSw4_1]
	99.74%
	0
	QAY01827.1

	29
	+
	27312
	29159
	capsid portal protein [Vibrio phage ValSw4_1]
	99.19%
	0
	QAY01828.1

	30
	+
	29162
	30232
	hypothetical protein ValSw41_8 [Vibrio phage ValSw4_1]
	100.00%
	0
	QAY01829.1

	31
	+
	30239
	30880
	adenine DNA methyltransferase [Vibrio phage Ares1]
	67.62%
	5e-100
	AUR81139.1

	32
	+
	31051
	31443
	TMhelix containing protein [Vibrio phage vB_ValS_PJ32]
	41.13%
	3e-19
	QNJ59113.1

	33
	+
	31474
	31884
	hypothetical protein ValSw41_11 [Vibrio phage ValSw4_1]
	99.26%
	2e-94
	QAY01832.1

	34
	+
	31958
	32275
	putative DNA polymerase I [Vibrio phage vB_VcaS_HC]
	52.94%
	3e-20
	QCG76751.1

	35
	+
	32265
	32621
	hypothetical protein ValSw41_13 [Vibrio phage ValSw4_1]
	100.00%
	6e-81
	QAY01834.1

	36
	+
	32614
	32880
	hypothetical protein ValSw41_14 [Vibrio phage ValSw4_1]
	100.00%
	5e-54
	QAY01835.1

	37
	+
	32865
	33347
	hypothetical protein [Vibrio phage J14]
	90.91%
	1e-18
	APD18849.1

	38
	+
	33353
	33664
	hypothetical protein ValSw41_16 [Vibrio phage ValSw4_1]
	99.03%
	1e-68
	QAY01836.1

	39
	+
	33716
	33892
	hypothetical protein ValSw41_17 [Vibrio phage ValSw4_1]
	100.00%
	1e-34
	QAY01837.1

	40
	+
	33943
	34407
	hypothetical protein ValSw41_18 [Vibrio phage ValSw4_1]
	98.05%
	8e-108
	QAY01838.1

	41
	+
	34397
	34723
	cell division control protein [Vibrio phage vB_VhaS-VHB1]
	59.78%
	5e-31
	QKE60756.1

	42
	+
	34710
	35195
	hypothetical protein ValSw41_20 [Vibrio phage ValSw4_1]
	74.53%
	1e-82
	QAY01840.1

	43
	+
	35253
	35804
	hypothetical protein ValSw41_21 [Vibrio phage ValSw4_1]
	95.63%
	9e-111
	QAY01841.1

	44
	+
	35804
	36319
	putative zinc- or iron-chelating domain containing protein [Vibrio phage 1.215.A._10N.222.54.F7]
	51.02%
	4e-44
	AUR95942.1

	45
	+
	36312
	36536
	hypothetical protein ValSw41_23 [Vibrio phage ValSw4_1]
	97.30%
	9e-47
	QAY01843.1

	46
	+
	36523
	36804
	hypothetical protein ValSw41_24 [Vibrio phage ValSw4_1]
	95.70%
	2e-58
	QAY01844.1

	47
	+
	36801
	37007
	hypothetical protein ValSw41_25 [Vibrio phage ValSw4_1]
	88.24%
	1e-34
	QAY01845.1

	48
	+
	37007
	37321
	hypothetical protein ValSw41_26 [Vibrio phage ValSw4_1]
	96.15%
	2e-66
	QAY01846.1

	49
	+
	37324
	38112
	hypothetical protein ValSw41_27 [Vibrio phage ValSw4_1]
	95.04%
	0
	QAY01847.1

	50
	+
	38549
	39289
	hypothetical protein ValSw41_28 [Vibrio phage ValSw4_1]
	98.37%
	8e-180
	QAY01848.1

	51
	+
	39289
	39717
	hypothetical protein ValSw41_29 [Vibrio phage ValSw4_1]
	94.37%
	2e-94
	QAY01849.1

	52
	+
	39720
	40151
	hypothetical protein ValSw41_30 [Vibrio phage ValSw4_1]
	81.12%
	7e-81
	QAY01850.1

	53
	+
	40154
	40612
	hypothetical protein ValSw41_31 [Vibrio phage ValSw4_1]
	58.28%
	5e-53
	QAY01851.1

	54
	+
	40599
	41159
	hypothetical protein ValSw41_32 [Vibrio phage ValSw4_1]
	82.26%
	3e-110
	QAY01852.1

	56
	+
	41834
	42373
	hypothetical protein ValSw41_34 [Vibrio phage ValSw4_1]
	94.41%
	4e-123
	QAY01854.1

	57
	+
	42360
	42776
	hypothetical protein ValSw41_35 [Vibrio phage ValSw4_1]
	95.65%
	3e-94
	QAY01855.1

	58
	+
	42778
	43194
	hypothetical protein ValSw41_36 [Vibrio phage ValSw4_1]
	97.83%
	3e-95
	QAY01856.1

	59
	+
	43185
	43418
	hypothetical protein ValSw41_37 [Vibrio phage ValSw4_1]
	97.40%
	7e-50
	QAY01857.1

	60
	+
	43496
	43948
	hypothetical protein ValSw41_38 [Vibrio phage ValSw4_1]
	98.67%
	2e-105
	QAY01858.1

	61
	+
	44054
	44323
	hypothetical protein ValSw41_39 [Vibrio phage ValSw4_1]
	79.78%
	4e-46
	QAY01859.1

	62
	+
	44389
	44724
	hypothetical protein ValSw41_40 [Vibrio phage ValSw4_1]
	99.10%
	4e-74
	QAY01860.1

	63
	+
	44762
	45088
	hypothetical protein ValSw41_41 [Vibrio phage ValSw4_1]
	95.37%
	5e-72
	QAY01861.1

	64
	+
	45184
	45393
	hypothetical protein ValSw41_42 [Vibrio phage ValSw4_1]
	98.55%
	1e-40
	QAY01862.1

	65
	+
	45393
	45614
	hypothetical protein ValSw41_43 [Vibrio phage ValSw4_1]
	90.41%
	1e-34
	QAY01863.1

	66
	+
	45669
	45860
	hypothetical protein [Vibrio phage vB_ValS_PJ32]
	55.56%
	1e-15
	QNJ59147.1

	67
	+
	45908
	46231
	coil containing protein [Vibrio phage vB_VcaS_HC]
	50.00%
	3e-21
	QCG76714.1

	68
	+
	46272
	46697
	hypothetical protein ValSw41_46 [Vibrio phage ValSw4_1]
	96.45%
	2e-96
	QAY01865.1

	69
	+
	46748
	48127
	hypothetical protein [Vibrio phage J14]
	59.95%
	1e-152
	APD18808.1

	70
	+
	48140
	48832
	hypothetical protein ValSw41_48 [Vibrio phage ValSw4_1]
	98.70%
	7e-165
	QAY01867.1

	71
	+
	48959
	49306
	hypothetical protein ValSw41_49 [Vibrio phage ValSw4_1]
	97.39%
	8e-77
	QAY01868.1

	72
	+
	49309
	50052
	hypothetical protein ValSw41_50 [Vibrio phage ValSw4_1]
	97.98%
	0
	QAY01869.1

	73
	+
	50046
	50837
	hypothetical protein ValSw41_51 [Vibrio phage ValSw4_1]
	95.06%
	0
	QAY01870.1

	74
	+
	50876
	51505
	hypothetical protein ValSw41_52 [Vibrio phage ValSw4_1]
	98.56%
	7e-148
	QAY01871.1

	75
	+
	51589
	51816
	hypothetical protein ValSw41_53 [Vibrio phage ValSw4_1]
	100.00%
	8e-48
	QAY01872.1

	76
	+
	51832
	52707
	hypothetical protein ValSw41_54 [Vibrio phage ValSw4_1]
	99.31%
	0
	QAY01873.1

	77
	+
	52679
	52990
	hypothetical protein ValSw41_55 [Vibrio phage ValSw4_1]
	99.03%
	7e-69
	QAY01874.1

	79
	+
	53272
	53628
	hypothetical protein VPEG_00010 [Vibrio phage SIO-2]
	53.12%
	1E-23
	YP_004957503.1

	80
	+
	53645
	54505
	hypothetical protein ValSw41_56 [Vibrio phage ValSw4_1]
	94.76%
	0
	QAY01875.1

	81
	+
	54572
	56587
	hypothetical protein VH22019_00059 [Vibrio phage VH2_2019]
	59.02%
	0.0000004
	QHJ74623.1

	83
	+
	56908
	57858
	hypothetical protein ValSw41_57 [Vibrio phage ValSw4_1]
	30.15%
	8e-24
	QAY01876.1

	84
	+
	57987
	58316
	hypothetical protein ValSw41_59 [Vibrio phage ValSw4_1]
	88.07%
	1e-63
	QAY01878.1

	85
	+
	58316
	58600
	hypothetical protein ValSw41_60 [Vibrio phage ValSw4_1]
	90.43%
	4e-56
	QAY01879.1

	86
	+
	58675
	58962
	hypothetical protein [Vibrio phage J14]
	97.89%
	4e-58
	APD19014.1

	87
	+
	58977
	59591
	hypothetical protein [Vibrio phage J14]
	100.00%
	3e-16
	APD19013.1

	88
	+
	59604
	59951
	hypothetical protein ValSw41_63 [Vibrio phage ValSw4_1]
	99.13%
	1e-76
	QAY01881.1

	89
	+
	59948
	60367
	hypothetical protein ValSw41_64 [Vibrio phage ValSw4_1]
	97.84%
	5e-96
	QAY01882.1

	90
	+
	60415
	60669
	hypothetical protein ValSw41_65 [Vibrio phage ValSw4_1]
	100.00%
	2e-52
	QAY01883.1

	91
	+
	60782
	61072
	hypothetical protein ValSw41_66 [Vibrio phage ValSw4_1]
	97.92%
	2e-58
	QAY01884.1

	92
	+
	61079
	61381
	hypothetical protein ValSw41_67 [Vibrio phage ValSw4_1]
	100.00%
	9e-69
	QAY01885.1

	93
	+
	61392
	61934
	hypothetical protein ValSw41_68 [Vibrio phage ValSw4_1]
	98.33%
	1e-128
	QAY01886.1

	94
	+
	61938
	62204
	hypothetical protein [Vibrio phage J14]
	98.86%
	9e-59
	APD19007.1

	95
	+
	62228
	63016
	adenylosuccinate synthase [Vibrio phage vB_VhaS-VHB1]
	57.69%
	6e-95
	QKE60692.1

	96
	+
	63019
	64971
	hypothetical protein NVP1215A_067 [Vibrio phage 1.215.A._10N.222.54.F7]
	69.70%
	0.003
	AUR95985.1

	97
	+
	65078
	65410
	hypothetical protein ValSw41_72 [Vibrio phage ValSw4_1]
	98.18%
	8e-73
	QAY01890.1

	98
	+
	65480
	66106
	hypothetical protein ValSw41_73 [Vibrio phage ValSw4_1]
	100.00%
	9e-151
	QAY01891.1

	99
	+
	66150
	67259
	hypothetical protein ValSw41_74 [Vibrio phage ValSw4_1]
	99.19%
	0
	QAY01892.1

	100
	+
	67335
	68282
	major capsid protein [Vibrio phage vB_VhaS-VHB1]
	86.58%
	0
	QKE60697.1

	101
	+
	68350
	68667
	hypothetical protein ValSw41_76 [Vibrio phage ValSw4_1]
	96.19%
	1e-69
	QAY01894.1

	102
	+
	68667
	69302
	head completion adaptor [Vibrio phage vB_VcaS_HC]
	45.12%
	1e-51
	QCG76687.1

	103
	+
	69299
	69760
	neck protein [Vibrio phage 1.215.A._10N.222.54.F7]
	67.11%
	2e-67
	AUR95992.1

	104
	+
	69757
	70215
	tail-completion protein [Vibrio phage vB_ValS_PJ32]
	50.67%
	6e-51
	QNJ59179.1

	105
	+
	70255
	71052
	major tail protein [Vibrio phage vB_VhaS-VHB1]
	74.72%
	9e-130
	QKE60702.1

	106
	+
	71130
	71567
	hypothetical protein ValSw41_81 [Vibrio phage ValSw4_1]
	99.31%
	1e-96
	QAY01899.1

	107
	+
	71576
	71767
	hypothetical protein[Vibrio phage J14]
	100.00%
	8e-17
	APD18980.1

	108
	+
	71773
	75912
	tail tape measure protein [Vibrio phage vB_VhaS-VHB1]
	70.07%
	0
	QKE60705.1

	109
	+
	75909
	76292
	hypothetical protein ValSw41_84 [Vibrio phage ValSw4_1]
	99.21%
	3e-87
	QAY01901.1

	110
	+
	76303
	77280
	hypothetical protein ValSw41_85 [Vibrio phage ValSw4_1]
	99.38%
	0
	QAY01902.1

	111
	+
	77296
	78201
	hypothetical protein ValSw41_86 [Vibrio phage ValSw4_1]
	99.34%
	0
	QAY01903.1

	112
	+
	78194
	79489
	hypothetical protein ValSw41_87 [Vibrio phage ValSw4_1]
	98.38%
	0
	QAY01904.1

	113
	+
	79489
	80004
	hypothetical protein ValSw41_88 [Vibrio phage ValSw4_1]
	100.00%
	6e-119
	QAY01905.1

	114
	+
	80001
	80303
	hypothetical protein ValSw41_89 [Vibrio phage ValSw4_1]
	100.00%
	3e-64
	QAY01906.1

	115
	+
	80300
	80527
	hypothetical protein [Vibrio phage J14]
	97.30%
	7e-16
	APD18955.1

	116
	+
	80511
	80948
	hypothetical protein ValSw41_91 [Vibrio phage ValSw4_1]
	100.00%
	3e-103
	QAY01907.1

	117
	+
	80951
	81487
	TMhelix containing protein [Vibrio phage 1.215.A._10N.222.54.F7]
	46.02%
	5e-48
	AUR96005.1


