Table S1. Q-PCR primer sequences used in the present study
	Targeted gene
	Primers
	Sequence (5’-3’)
	Annealing temp (°C)


	SOD
	F
	TCACAGGGAGAATAACAGGGT
	60.0

	
	R
	ACCTGCATTCCCAGTAGTCT
	61.0

	CAT
	F
	AACTTCCCCGTCTTCTTCATC
	58.0

	
	R
	GTTGTTCTCCTTCTCGATCACC
	56.0

	GPX
	F
	GCAGATACAAGGGGAAAGTCC
	56.0

	
	R
	CCAACAGCTTCTTGATGTCATT
	56.0

	SAP
	F
	CGAGTTCAAGGTTCCCGAAA
	62.0

	
	R
	GTCGTAACTGCAGTCGTGG
	60.0

	β-Actin
	F
	CCATCAAGACCAAGCG
	60.0

	
	R
	GTCAATGCGGGAGAAG
	60.0





Table S2. Name and sequence of primers used in the present study
	ISSR
	
	Retrotransposons


	Primer
	Sequence (5’-3’)
	
	Primer
	Sequence (5’-3’)


	8081
	(GA)9C
	
	Nikita-E2647
	ACCCCTCTAGGCGACATCC

	8082
	(CT)9G
	
	Stowaway
	CTTATATTTAGGAACGGAGGGAGT

	
	
	
	Sukkula
	GATAGGGTCGCATCTTGGGCGTGAC

	
	
	
	Bare 1(0)
	CTAGGGCATAATTCCAACA




Table S3. Polymorphic information content, discrimination power and polymorphic band counts of primer pairs used in REMAP analysis
	Primers
	Polymorphic Information Content (PIC)a
	Discrimination Power (D)b
	Polymorphic band Counts /Total Band Counts

	Nikita–E2647+ISSR 8081
	0.365
	0.776
	14/15

	Nikita-E2647+ISSR 8082
	0.374
	0.642
	13/15

	Stowaway + ISSR 8081
	0.427
	0.408
	7/12

	Stowaway + ISSR 8082
	0.372
	0.658
	13/13

	Sukkukla + ISSR 8081
	0.373
	0.652
	13/15

	Sukkula + ISSR 8082
	0.369
	0.676
	12/14

	Bare 1(0) + ISSR 8081
	0.381
	0.867
	16/16

	Bare 1(0) + ISSR 8082
	0.399
	0.523
	10/13

	Average
	0.382
	0.650
	-

	Total
	
	
	98/113


a: Botstein et al. (1980) 
b: Prevost and Wilkinson (1999)


Table S4. Molecular weights (bp) of new (+) and disappearing (-) bands occurring in other treatments according to control application
	Primers
	Band count
(Control)
	+/-
	
	0.5 ppm DM
	
	0 ppm DM
	
	0.5 ppm DM

	
	
	
	
	
	
	20 mg/L ALA
	40 mg/ L ALA
	80 mg/L ALA
	
	20 mg/L ALA
	40 mg/L ALA
	80 mg/L ALA

	Nikita –E2647 + ISSR 8081
	7
	+
	
	246
515
709
891
	
	444
	246
515
667
709
	143
246
444
515
	
	143
444
515
709
	143
515
	444
515
709
891
1018

	
	
	-
	
	-808
-305
-209
-94
	
	-808
-396
	-808
-305
-209
-94
	-573
-396
-209
-94
	
	-573
-396
-209
	-573
-396
-209
	-808
-573
-396
-209

	Nikita-E2647 + ISSR 8082
	11
	+
	
	309
400
733
	
	-
	733
	465
	
	733
	465
	309
733

	
	
	-
	
	-1440
-1161
-1049
-795
-362
-50
	
	-
	-1440
-795
-362
-267
-50
	-504
-267
	
	-1440
-1161
-1049
-795
-362
	-504
	-1440
-795
-621
-362
-267
-50

	Stowaway + ISSR 8081
	9
	+
	
	430
1047
	
	-
	430
464
1047
	430
	
	430
1047
	430
	430
464
1047

	
	
	-
	
	-350
	
	-
	-393
	-608
-350
	
	-350
	-832
-608
-393
-350
	-393

	Stowaway + ISSR 8082
	8
	+
	
	347
411
	
	347
	411
532
781
	256
411
532
	
	411
532
781
	411
532
	532
781

	
	
	-
	
	-459
-390
-314
-247
	
	-
	-741
-599
-459
-390
-247
	-503
-390
	
	-686
-503
-390
-247
	-503
	-741
-503
-247

	Sukkula + ISSR 8081
	8      
	+
	
	114
571
1450
1581
	
	980
	1209
1450
	465
571
1209
1450
	
	114
571
1450
	114
465
571
980
	571
1209

	
	
	-
	
	-504
-136
	
	-
	-1279
-1127
-504
	-1127
-504
	
	-136
	-1127
-917
-504
-95
	-504

	Sukkula + ISSR 8082
	7
	+
	
	663
836
1004
1455
	
	836
	756
862
1004
	862
1455
	
	663
836
	454
663
	454
663
836
862

	
	
	-
	
	-1092
-709
	
	-709
-540
	-615
	-1092
-540
	
	-792
	-615
	-709

	Bare 1(0) + ISSR 8081
	5
	+
	
	792
	
	443
792
824
902
1024
1200
	248
282
290
443
792
	393
902
	
	290
393
	393
	154
248
443

	
	
	-
	
	-691
-214
	
	-340
-214
	-691
-340
	-691
-340
	
	-691
-340
	-603
	-691
-486

	Bare 1(0) + ISSR 8082
	8
	+
	
	224
624
702
	
	258
702
	224
306
624
	224
258
702
	
	224
258
306
702
	224
258
306
624
702
	224
258
702

	
	
	-
	
	-787
-658
	
	-658
-286
	-787
-449
	-890
	
	-787
-449
-286
	-890
-658
-286
	-787
-286

	GTS (%)
	27
	
	96.8
	74.6
	58.7
	
	35
	42.9
	30.2

	Polymorphism (%)
	73
	
	3.2
	25.4
	41.3
	
	65
	57.1
	69.8













Table S5.  Matrix of pair-wise genetic similarity between treatments based on Jaccard's coefficients
	
	Control
	20ALA
	40ALA
	80ALA
	DM
	20ALA+DM
	40ALA+DM
	80ALA+DM

	Control
	1.000
	 
	 
	 
	 
	 
	 
	 

	20ALA
	0.733
	1.000
	 
	 
	 
	 
	 
	 

	40ALA
	0.460
	0.379
	1.000
	 
	 
	 
	 
	 

	80ALA
	0.554
	0.511
	0.444
	1.000
	 
	 
	 
	 

	DM
	0.465
	0.444
	0.512
	0.433
	1.000
	 
	 
	 

	20ALA+DM
	0.512
	0.472
	0.488
	0.548
	0.549
	1.000
	 
	 

	40ALA+DM
	0.556
	0.494
	0.366
	0.633
	0.385
	0.530
	1.000
	 

	80ALA+DM
	0.489
	0.484
	0.553
	0.489
	0.506
	0.571
	0.456
	1.000
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