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	UBE2T mRNA expression
	Pearson x2
	P

	
	Low
	High
	
	

	Age (years), no (%)
	
	
	
	

	≤60
	120(25.4)
	111(23.5)
	
	

	>60
	116(24.6)
	125(26.5)
	0.687
	0.407

	Gender, no (%)
	
	
	
	

	Male
	85(18.0)
	72(15.3)
	
	

	Female
	151(32.0)
	164(34.7)
	1.613
	0.204

	Laterality, no (%)
	
	
	
	

	Left
	107(22.7)
	119(25.2)
	
	

	Right
	129(27.3)
	117(24.8)
	1.223
	0.269

	Size (longest dimension), no (%)
	
	
	
	

	≤1.5cm
	130(27.5)
	106(22.5)
	
	

	>1.5cm
	106(22.5)
	130(27.5)
	4.881
	0.027

	Pathological-T, no (%)
	
	
	
	

	T1+T2
	169(35.8)
	123(26.1)
	
	

	T3+T4
	67(14.2)
	113(23.9)
	19.002
	<0.001

	Histologic grade, no (%)
	
	
	
	

	G1-G2
	126(26.7)
	80(16.9)
	
	

	G3-G4
	110(23.3)
	156(33.1)
	18.227
	<0.001


[bookmark: _Hlk36653638]Table S3 Correlation between UBE2T mRNA expression and clinicopathological features of ccRCC patients in TCGA-KIRC dataset.
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