Table 1. Prevalence and characteristics of classical, hypervirulent and hypermucoviscous isolates from the KpSC.
	Phenotype (%)
	Bacterial species
	No. of isolates
	
	Virulence factors
	
	Assays

	
	
	
	
	rmpA
	rmpA2
	iucA
	irp2
	K2
	K1
	
	HMV
	ESBL
	Carba NP
	Polymyxin NP

	Classical (90.1)
	K. pneumoniae
	97
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. variicola
	4
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. quasipneumoniae
	2
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. pneumoniae
	166
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	6
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	5
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	34
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. quasipneumoniae
	2
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. variicola
	5
	
	
	
	
	
	
	
	
	
	
	
	

	Hypervirulent (1.9)
	K. pneumoniae
	1
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	2
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	1
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	1
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	1
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. quasipneumoniae
	1
	
	
	
	
	
	
	
	
	
	
	
	

	Hypermucoviscous (5.0)
	K. pneumoniae
	8
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	5
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	2
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. quasipneumoniae
	1
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	2
	
	
	
	
	
	
	
	
	
	
	
	

	Unusual (3.0)
	K. pneumoniae
	3
	
	
	
	                 
	
	
	
	
	
	
	
	

	
	
	1
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	5
	
	
	
	
	
	
	
	
	
	
	
	

	
	K. quasipneumoniae
	1
	
	
	
	
	
	
	
	
	
	
	
	



The virulence factors were PCR-amplified using specific primers as detailed in Supplementary Table 1 and phenotypic assays for instance, HMV was initially tested using the qualitative string test, ESBL confirmation was performed using Kirby Bauer method, Carba NP and Polymyxin NP.
