Table S5. Significantly enriched kinase-target networks of EAF2 in cervical cancer (LinkedOmics).
	Geneset
	leadingEdgeGene

	Kinase_LYN
	BTK,CD19,CDKN1B,DAPP1,DOCK2,ELMO1,FCER1G,FCGR2B,HCLS1,IKBKB,LAT2,LY96,MS4A2,PIK3CB,PIK3CG,PIK3R1,PIK3R3,PIK3R5,PTK2B,PTPN6,SLAMF1,SYK,WAS

	Kinase_SYK
	ARHGDIB,BLNK,BTK,HCLS1,IKZF1,LAT,LAT2,LCP2,PIK3CB,PIK3CG,PIK3R1,PIK3R3,PIK3R5,PIP5K1B,STAT5A,SYK,VAV1,VAV3

	Kinase_FGR
	DOCK2,ELMO1,PIK3CB,PIK3CG,PIK3R1,PIK3R3,PIK3R5,PTK2B
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