Table S3. Significantly enriched GO annotations (molecular functions) of EAF2 in cervical cancer (LinkedOmics).
	Description
	Leading 
EdgeNum
	FDR
	leadingEdgeGene

	Ran GTPase binding
	13
	[bookmark: _GoBack]0
	IPO4,IPO5,IPO7,KPNB1,RANBP2,RGPD3,RGPD4,RGPD6,TNPO1,TNPO2,XPO5,XPO6,XPOT

	oxidoreductase activity, acting on CH-OH group of donors
	46
	4.016e-3
	ADH1A,ADH1B,ADH1C,ADH7,ADHFE1,AKR1A1,AKR1B10,AKR1C1,AKR1C2,AKR1C3,AKR1E2,AKR7A3,ALDH3A1,ALDH3A2,BDH1,CBR1,CBR3,CYP4F3,DCXR,DHDH,DHRS3,DHRS9,EHHADH,GPD1,GPD1L,GPD2,HADH,HPGD,HSD17B10,HSD17B14,HSD17B3,HSD17B6,HSD17B7,IDH1,IDH2,IDH3G,KCNAB1,KCNAB2,LDHC,LDHD,MDH1,MDH1B,MIOX,NSDHL,PGD,RDH10

	helicase activity
	53
	6.158e-3
	AQR,ASCC3,BLM,BTAF1,CHD1,CHD1L,CHD2,CHD4,CHD7,DDX1,DDX10,DDX18,DDX19A,DDX21,DDX23,DDX31,DDX41,DDX42,DDX50,DDX52,DDX54,DDX55,DDX56,DHX15,DHX16,DHX30,DHX32,DHX33,DHX37,DHX38,DNA2,EP400,ERCC2,ERCC6,FANCM,G3BP1,HELZ,IGHMBP2,INO80,MCM4,NBN,PIF1,RAD50,RAD54L2,RECQL4,SHPRH,SKIV2L,SMARCA4,SMARCA5,SMARCAD1,SNRNP200,WRN,ZRANB3

	monooxygenase activity
	31
	6.426e-3
	AKR1C1,AKR1C2,AKR1C3,CH25H,COQ7,CYP20A1,CYP27A1,CYP2A13,CYP2A6,CYP2A7,CYP2C18,CYP2C8,CYP2F1,CYP2J2,CYP2S1,CYP3A5,CYP4B1,CYP4F11,CYP4F12,CYP4F3,CYP4X1,CYP4Z1,CYP7B1,FMO1,FMO2,FMO3,FMO4,KMO,NOS2,PTGIS,TBXAS1

	ubiquitinyl hydrolase activity
	30
	1.026e-2
	KAT2A,MYSM1,OTUD1,OTUD3,OTUD4,OTUD6B,TADA2B,TRRAP,UCHL5,USP10,USP12,USP13,USP14,USP19,USP22,USP24,USP3,USP32,USP34,USP35,USP36,USP38,USP40,USP42,USP43,USP44,USP45,USP47,USP7,ZRANB1



