[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Table S1. Significantly enriched GO annotations (cellular components) of EAF2 in cervical cancer (LinkedOmics).
	Description
	Leading 
EdgeNum
	FDR
	leadingEdgeGene

	nucleoid
	18
	0
	ATAD3A,CLPX,CPS1,DHX30,ELAC2,GRSF1,HSPA9,LONP1,LRPPRC,LRRC59,MPG,POLG,POLG2,SHMT2,TERT,TFAM,TOP1MT,VDAC1

	preribosome
	25
	1.981e-3
	BMS1,BOP1,BYSL,FTSJ3,HEATR1,IMP3,MAK16,NIP7,NOB1,NOC2L,NOP14,NOP56,PDCD11,PES1,RRP1B,RRP9,RRS1,RSL1D1,TSR1,UTP20,UTP23,UTP3,WDR3,WDR36,WDR37

	polysome
	22
	2.642e-3
	ATXN2,EEF2,EIF2AK4,EIF2S1,EIF3H,EIF4B,EIF4H,LARP1,LARP4,LARP4B,MYH10,NAA30,NAA35,NUFIP2,PNPT1,RPL36A,RPL6,RPL7,RPL7A,RPL8,RPS26,RPS3

	respiratory chain
	41
	[bookmark: _GoBack]3.544e-3
	C15orf48,COX4I1,COX4I2,COX5B,COX6A1,COX6A2,COX6B1,COX7A1,COX7A2,COX7B,COX7C,HIGD2A,NDUFA1,NDUFA11,NDUFA12,NDUFA13,NDUFA2,NDUFA3,NDUFA4L2,NDUFA5,NDUFA6,NDUFA7,NDUFA8,NDUFA9,NDUFB1,NDUFB11,NDUFB3,NDUFB4,NDUFB5,NDUFB7,NDUFS3,NDUFS7,NDUFV2,SDHB,SDHD,SURF1,UQCR10,UQCR11,UQCRFS1,UQCRH,WDR93

	chaperone 
complex
	12
	3.963e-3
	CCT2,CCT3,CCT4,CCT6A,CCT7,CCT8,HSP90AB1,HSPA8,PPP5C,STIP1,TCP1,TSC1



