	Supplementary Table 1. Univariate analysis of overall survival of circadian rhythm-related genes in HCC

	Gene
	TCGA database
	ICGC database

	
	HR (95% CI)
	p Value
	HR (95% CI)
	p Value

	ARNTL
	1.037 (0.843-1.277)
	0.729
	0.850 (0.544-1.329)
	0.476

	BTRC
	1.250 (0.934-1.673)
	0.133
	0.823 (0.348-1.942)
	0.656

	CLOCK
	1.206 (0.924-1.576)
	0.168
	0.950 (0.564-1.600)
	0.846

	CRY1
	1.141 (0.927-1.404)
	0.213
	1.080 (0.616-1.895)
	0.788

	CRY2
	0.796 (0.653-0.970)
	0.024
	0.441 (0.277-0.701)
	0.001

	CSNK1D
	1.840 (1.383-2.449)
	< 0.001
	2.617 (1.433-4.777)
	0.002

	CSNK1E
	1.437 (1.163-1.777)
	0.001
	1.238 (0.806-1.903)
	0.330

	CUL1
	1.541 (1.139-2.085)
	0.005
	1.671 (0.886-3.152)
	0.113

	DBP
	1.072 (0.872-1.317)
	0.508
	0.678 (0.443-1.039)
	0.074

	FBXL21
	0.865 (0.668-1.122)
	0.274
	0.893 (0.567-1.407)
	0.627

	FBXL3
	1.054 (0.826-1.345)
	0.671
	1.015 (0.586-1.758)
	0.957

	NFIL3
	1.050 (0.878-1.256)
	0.592
	1.308 (0.915-1.868)
	0.141

	NR1D1
	1.193 (1.007-1.413)
	0.041
	1.171 (0.788-1.739)
	0.436

	NR1D2
	1.102 (0.883-1.377)
	0.391
	0.827 (0.478-1.430)
	0.496

	PER1
	0.783 (0.654-0.937)
	0.008
	0.587 (0.406-0.848)
	0.005

	PER2
	1.057 (0.841-1.329)
	0.633
	0.900 (0.484-1.672)
	0.738

	PER3
	1.010 (0.851-1.199)
	0.910
	0.689 (0.443-1.072)
	0.099

	PRKAA1
	1.296 (1.028-1.634)
	0.029
	1.115 (0.617-2.012)
	0.719

	PRKAA2
	1.187 (1.041-1.355)
	0.011
	1.445 (1.016-2.055)
	0.041

	RORA
	0.817 (0.672-0.993)
	0.043
	0.621 (0.413-0.935)
	0.022

	RORB
	1.021 (0.431-2.418)
	0.963
	5.217 (1.019-26.702)
	0.047

	SKP1
	1.636 (1.130-2.370)
	0.009
	1.309 (0.759-2.259)
	0.333
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