Supplementary material

Application of lipid metabolism-based indicators in constructing prognostic prediction models for anemia with end-stage renal disease and genomics to explore gene-chemical-anemia relationships
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Figure S1 The ROC curves and AUC area generated from different models applied to the anemia (A,B) and Hb compliance (C,D) patients.
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Figure S2 The fitting interactions of the association among biochemical factors and anemia &Hb.compliance patients in Liaoning, based on the growth regression tree model.
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Figure S3 Venn-testing analysis for genes related to GLU,TC,HDL and Cr in Comparative Toxicogenomics Database among ESRD patients.
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Table S1 Comparison of anemia prevalence rate, awareness rate, treatment rate and hemoglobin standard rate in patients with different primary diseases of Maintenance hemodialysis (MHD).
	Causes of MHD
	Total. of MHD
	Anemia 

	
	
	Prevalence
	Awareness
	Treatment 
	Hb compliance

	Chronic glomerulonephritis
	276(16.71)
	249(90.22)
	206(74.64)
	253(91.67)
	122(44.20)

	Diabetic nephropathy
	250(15.13)
	233(93.20)
	180(72.00)
	232(92.80)
	98(39.20)

	Hypertensive nephropathy
	178(10.77)
	163(91.57)
	120(67.42)
	165(92.70)
	65(36.52)

	Polycystic kidney
	47(2.85)
	43(91.49)
	32(68.09)
	43(91.49)
	22(46.81)

	Others
	105(6.36)
	92(87.62)
	76(72.38)
	96(91.43)
	56(53.33)

	Unknown
	796(48.18)
	695(87.31)
	87(10.93)
	23(2.89)
	401(50.38)

	c2
	
	9.014
	626.753
	1315.658
	19.826

	p
	　
	0.108
	0.000*
	0.000*
	0.001*


*Correlation is significant at the 0.05 level (two tailed).

Table S2 Genes testing co-effected by GLU,TC,HDL and Cr among ESRD patients.

	Diseases
	Chemicals
	Gene-Interaction

	ESRD&Anemia 
	Glu HDL TC
	TNF

	
	Glu 
	EPO

	Anemia
	Glu HDL TC
	ACHE

	
	Glu Cr
	SOD2

	
	Glu  TC
	AGT

	ESRD
	Glu HDL TC
	PPARA RELA

	
	Glu  TC
	CYBB  SREBF2  HBEGF  NCF1 MLXIPL  TGFB1  NFKB1  ALB  CPT1A SREBF1  CCL2  IGF1  CAT  HMOX1 IL6  PTGS2  ADIPOQ

	
	Glu Cr
	PTGS1

	
	 HDL TC
	SCARB1 ABCA1 ABCG1
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