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[image: Fig S1]Supplement Fig 1 Sequence analysis of PeMYB26. a Domain predication used online database SMART ((https://smart.embl.de/). b Conserved R2 and R3 repeats in PeMYB26 amino acid sequence.
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Supplement Fig 2 Partial amino acid alignment of PeMYB26 and highly homologous crop proteins. 


	Gene
	Primer sequence

	PeM140-Xba1-F
	5'-GCTCTAGAATGGGGAGGTCGCC-3'

	PeM140-Kpn I-R
	5'-CGGGGTACCTCATTTCATTTCAAGGCTTCT-3'

	PeM140-Sma1-R
	5'-TCCCCCGGGTTTCATTTCAAGGCTTCTGAAGT-3'

	PeM140-Nco1-F
	5'-CATGCCATGGATGGGGAGGTCGCCG-3'

	PeM140-Sal1（TGA）-R
	5'-ACGCGTCGACTCATTTCATTTCAAGGCTTCTG-3'

	qPeTIP40-F
	5'-AAAATCATTGTAGGCCATTGTCG-3'

	PeTIP40-R
	5'-ACTAAATTAAGCCAGCGGGAGTG-3'

	qPeM140-F
	5'-TCAAGTGCCCAGACCTCAAC-3'

	qPeM140-R
	5'-TCATTTCATTTCAAGGCTTC-3'

	Actin-F
	5'-ATGTCGACAACGGCTCCGGCATGT-3'

	Actin-R
	5'-GCTCGGGCACGACAGCACAGCTT-3'

	qNtPAL-F
	5'-GCGATAGACTTGAGGCATTTG-3'

	qNtPAL-R
	5'-CTTAGTTTCTGCATCAGTGGGT-3'

	qNtCOMT-F
	5'-GAAGGTGATAATAGCGGAGTGC-3'

	qNtCOMT-F
	5'-GAAGGTGATAATAGCGGAGTGC-3'

	qNtCAD-F
	5'-TGTCTACACTGATGGCAAACCC-3'

	qNtCAD-R
	5'-GTGTCCCACTCCTCCTAATCCC-3'

	qNtCCR-F
	5'-CTAAAGGATTTGGGTCTGGAGT-3'

	qNt-CCR-R
	5'-AATTTCTAGGTGCATTTGGTCT-3'

	PeCCRpromoter-F
	5'-GACAGTTAATGCCACTTGACGA-3'

	PeCCRpromoter-R
	5'-GAACAGTGGAGTGGTGATGAAG-3'

	proPeCCR-Hind3-F
	5'-CCCAAGCTTACAGTTAATGCCACTTGACG-3'

	proPeCCR-Nco1-R
	5'-CATGCCATGGCTTGATTCAGCACTCACTA-3'



Supplement Table 1 Primers sequence used in the article.
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