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Supplementary Table 1. Location and vegetation characteristics of the 12 studied plots in the Čertoryje grassland. LD and HD correspond to low and high levels of plant diversity, respectively. Total genus richness corresponds to the total number of genera per plot, taking into account the genera identified in the botanical survey of aboveground vegetation and adding the missing genera found by the sequencing analysis of plant roots.
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[bookmark: _Hlk137575802]Supplementary Table 2. Diversity indices for microbial communities in plots with low and high plant diversity in the Čertoryje grassland. Significant differences between low and high-diversity plots are indicated by a bold letter (P-value < 0.05).
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Supplementary Figure 1. Example of a pair of plots in the Čertoryje grassland.
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Supplementary Figure 2. Relative abundances of putative mycorrhizal types based on the plant genera obtained from the sequencing of roots from each low and high plant diversity plots of the Čertoryje grassland. The putative mycorrhizal types were assigned based on Soudzilovskaia et al. (2020). NM: non-mycorrhizal, AM: arbuscular mycorrhizal, EcM: ectomycorrhizal.
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Supplementary Figure 3. Two-dimensional non-metric multidimensional scaling (NMDS) representations of (a) bacterial, (b) fungal, (c) soil AMF and (d) root AMF communities in the low-diversity and high-diversity plots in the Čertoryje grassland. Vectors indicate the significant environmental variables.
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Plot name LD1 LD2 LD3 LD4 LD5 LD6 HD1 HD2 HD3 HD4 HD5 HD6

Plot pair 1 2 3 4 5 6 1 2 3 4 5 6

Plant diversity category low low low low low low high high high high high high

Latitude 48.85695N 48.85716N 48.85666N 48.85682N 48.85728N 48.85715N 48.85695N 48.85716N 48.85666N 48.85682N 48.85728N 48.85715N

Longitude 17.40810E 17.40886E 17.40937E 17.40959E 17.40969E 17.40826E 17.40810E 17.40886E 17.40937E 17.40959E 17.40969E 17.40826E

Number of plant species 

(shoot botanical survey) 9 4 10 6 5 7 22 21 20 20 26 23

Total genus richness 11 6 12 9 7 10 24 22 22 22 34 24
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b

365 � 30

b

1190 � 34 OTU richness

1.9 � 0.21 2.17 � 0.11 4.10 � 0.13 5.44 � 0.14 1.84 � 0.19 1.65 � 0.26 3.40 � 0.30 5.32 � 0.08 Shannon

0.49 � 0.05 0.55 � 0.03 0.66 � 0.02 0.77 � 0.02 0.52 � 0.06 0.48 � 0.07 0.58 � 0.05 0.75 � 0.01 Evenness

90 � 19 93 � 14

a

659 � 39

a

2034 � 66 56 � 7 47 � 5  

b

469 � 26

b
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a
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