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PS001 t0 0.03 0.02 0.00 0.17 0.02 0.00 0.01 0.00 0.08 0.00 0.02 0.05 0.19 0.04 0.00 0.00 0.00 0.00 0.05 0.00 0.00 0.32 1.00 1.0E-04 1.5E-04 0.50 0.87

PS001 t2 0.04 0.03 0.00 0.15 0.00 0.00 0.00 0.00 0.13 0.00 0.00 0.07 0.15 0.04 0.00 0.00 0.00 0.00 0.06 0.00 0.00 0.32 1.00 1.0E-04 1.5E-04 0.53 0.85

PS001 t3 0.02 0.02 0.00 0.29 0.00 0.00 0.00 0.00 0.10 0.00 0.05 0.04 0.23 0.03 0.00 0.00 0.00 0.00 0.04 0.00 0.00 0.18 1.00 7.9E-03 7.9E-03 0.26 1.00

PS004 t0 0.09 0.00 0.00 0.23 0.00 0.00 0.00 0.00 0.10 0.00 0.05 0.03 0.22 0.02 0.00 0.00 0.00 0.00 0.03 0.00 0.00 0.23 1.00 5.0E-04 6.0E-04 0.45 0.90

PS004 t2 0.06 0.01 0.00 0.12 0.00 0.00 0.00 0.00 0.13 0.00 0.03 0.05 0.14 0.03 0.00 0.00 0.00 0.00 0.05 0.00 0.00 0.36 1.00 1.0E-04 1.5E-04 0.50 0.87

PS004 t3 0.08 0.00 0.00 0.19 0.00 0.00 0.00 0.00 0.07 0.00 0.04 0.02 0.22 0.02 0.00 0.00 0.00 0.00 0.02 0.00 0.00 0.35 1.00 1.0E-04 1.5E-04 0.51 0.87
0.05 0.01 0.00 0.19 0.00 0.00 0.00 0.00 0.10 0.00 0.03 0.04 0.19 0.03 0.00 0.00 0.00 0.00 0.04 0.00 0.00 0.30

Supplementary Table 2. Blood cell types fractions inferred by CIBERSORT . Columns are: ‘participant’, the anonymized participant identifier; ‘timepoint’, the time point at the blood draw; columns C to X 

are CIBERSORT’s 22 immune cell types, values are fractions; ‘sum_pct’, the sum over the inferred fractions on all 22 cell types (should add up to the value of 1.0); ‘P-value’, the P-value for the correlation 

estimate; ‘fdr’, the FDR-corrected P-value, corrected for 6 tests; ‘Correlation’, the correlation between the observed vector of gene expression and the one inferred from mixing the 22 cell types in the 

proportions inferred; ‘RMSE’, the root-mean-squared-error between the observed vector of gene expression and the one inferred. 


