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Fig.S1 Enrichment analysis of the UC-related DEGs
(a) GO analysis displaying the relevant biological processes (BP), cellular components (CC), molecular functions (MF) in GSE206285 DEGs. (b) KEGG analysis displaying the enriched associated signaling pathways in GSE206285 DEGs.
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Fig.S2 miRNA and drug interactions with the PANoptosis-related hub genes
(a) Prediction of miRNA and their interaction network with the PANoptosis-related hub genes. (b) Prediction of drug and their interaction network with the PANoptosis-related hub genes.
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Fig.S3 miRNA and drug interactions with the autophagy-related hub genes
(a) Prediction of miRNA and their interaction network with the autophagy-related hub genes. (b) Prediction of drug and their interaction network with the autophagy-related hub genes.
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Fig.S4 Construction of ceRNA network associated with the PANoptosis-related hub genes
 (a) A Venn diagram of the overlapping miRNAs of the PANoptosis-related hub genes predicted by miRTarBase, TarBase and TargetScan. (b) The integrated lncRNA-miRNA-PANoptosis-related hub genes ceRNA network. 
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Fig.S5 Construction of ceRNA network associated with the autophagy-related hub genes
(a) A Venn diagram of the overlapping miRNAs of the autophagy-related hub genes predicted by miRTarBase, TarBase and TargetScan. (b) The integrated lncRNA-miRNA- autophagy-related hub genes ceRNA network.
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