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Figure S1. The protein expression level of CGB5 in pan-cancer. (A).BLCA, (B).CESC, (C).COAD, (D).HNSC, (E).LUSC, (F)PAAD, (G)STAD, (H).UCEC, (I).THCA, (J).THYM.
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Figure S2. CGB5 gene mutation in pan-cancer. (A)Mutation site of CGB5, (B)Methylation difference of CGB5 in each cancer, (C) CGB5 CNV alterations in malignancies were evaluated using GSCA, (D)The OS difference between higher and lower methylation groups of CGB5 in the cancers.
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Figure S3. Immune infiltration of CGB5 in pan-cancer with algorithms of (A)EPIC, (B)IPS, (C)MCPcounter, (D)TIMER, (E)xCell.
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Figure S4. Immune infiltration of CGB5 in pan-cancer with algorithms of (A)Quantiseq, (B)Cibersort.
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Figure S5. The relationship between CGB5 expression and immune-related genes in pan-cancer. (A)immunomodulatory genes, (B)immune checkpoint genes.
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Figure S6. The association between CGB5 expression and pan-cancer immune subtypes. (A)UCEC, (B)TGCT, (C)STAD, (D)READ, (E)PAAD, (F)LUAD, (G)HNSC, (H)ESCA, (I)COAD, (J)CHOL, (K)CESC, (L)BLCA.
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Figure S7. Subgroup survival analyses of CGB5 in gastric cancer. (A)DSS, (B)PFI.


Table S1. A sequence of CGB5 and GAPDH gene primers.
	Genes
	Sequences

	CGB5
	F: GGCTACTGCCCCACCATG

	
	R: GAGCCACGGCGTAGGAGAC

	GAPDH
	F: ATCCCATCACCATCTTCCAGG

	
	R: GATGACCCTTTTGGCTCCC




image7.tiff
>

Pathologic T stage: T4 Pathologic T stage: T3 Pathologic N stage: N3 Pathologic M stage: M1

€GBS 1.0 CGBS5 1.00 CGB5 1.00 CGB5
z ~Low 2 —Low 2 ~Low Z ~ Low
2 08 —High 308 —High 3 —High B o75 — High
E 8 E E
4 S s s 4
5 06 5 5 5050
s T g 080 T
2 2 2 z
2 04 g 04 H 2 025
a Disease Specific Survival 3 Disease Spedific Survival & 025 {Disease s a Disease
Log-rank P = 0.013 0.2{Log-rank P = 0.004 Log-rank P = 0.014 0.00 JLogrank P = 0030
0 500 1000 1500 2000 0 1000 2000 3000 0 500 1000 1500 200 0 500 1000 1500 2000
Time (days) Time (days) Time (days) Time (days)
Low q49 27 8 1 1 Low 479 19 2 1 Low 435 16 3 0 0 Low 11 4 2 1 1
High 17 2 . 0 High 11 1 1 High 13 3 2 1 High 2 1 0 0
Pathologic stage: Stage Il Histologic grade: G3 Histologic grade: G2 Age: > 65
1. CGB5 10 cGB5 1.00 1.00 CGB5
2z —low 2 —low 2 = — Low
8075 ~High 3 o8 —High 5 g75 5075 — High
E 8 3 E
2 [ 2 2
5 S 06 s S 050
g 050 T 5 o T
: : £ :
04
& 0.25Disease Sp 3 Disease Spedific Surviva & 025 Disease Specific Survival 5 025 Disease Specific Strvival
Log-rank P < 0.001 0.2 JLog-rankP <0001 Log-rank P = 0.008 Log-rank P = 0.002
0 1000 2000 3000 0 1000 2000 3000 0 500 1000 1500 2000 0 1000 2000 3000
Time (days) Time (days) Time (days) Time (days)
Low 471 15 2 1 Low {102 16 5 3 Low-62 31 18 7 1 Low 4¢3 13 2 2
High 7 1 1 High 4103 10 1 1 High 35 10 6 3 High 10 3 0

Pathologic T stage: T4 Pathologic T stage: T3 Pathologic N stage: N3 Histologic grade: G3

1.00 1.00 1.00
o R = s % ¢ e,
—High S 075 —Hgh 5 g75 — High B ;¢ — High
g g 2
S S °
8050 S o050 2950
2 g 2
= H H
a 025 progress Free Interval a 0251 progress Freg Thterval S 025 Progress Fil

Log-rank P = 0.023 Log-rank P = 0.014 Log-rank P = 0.015 Log-rank P = 0.003

0 500 1000 1500 2000 0 1000 2000 3000 0 500 1000 1500 0 1000 2000 3000
Time (days) Time (days) Time (days) Time (days)
Low 49 24 7 1 1 Low 84 14 2 1 Low 437 13 2 0 Low 4108 12 5 3
Hugh:I 142 1 0 High 10 1 1 High q37 8 3 2 High {110 10 1 1
Pathologic stage: Stage Ill&Stage IV Age: > 65
00 1.00 ceBs
— Low

— High

o
o
a

o

S

a

°

N

3
o
@
3

Survival probability
o
o
g

Survival probability

Progress Free
Log-rank P < 0.

o
»
x

Progress Free IntefVal
Log-rank P = 0.004

°
=Y
3

0 1000 2000 3000 0 1000 2000 3000
Time (days) Time (days)
Low q94 15 3 1 Low 10t " 2 2
High 9 1 1 High 104 10 2 0





image1.tiff
A Expression of CGB5 in BLCA B Expression of CGB5 in CESC C Expression of CGB5 in COAD
4 2.5 0.4
-/ T _
531 P=3.181600E-02 ! § 21 P=3.169000E-04 1 S0s| P=0.8263000E-05 1
€ 1 E 15 : E :
8’ ! i - 502 |
8 | 29 i 2 i
21 £ £o4 [
! = ] : -
E 0 —— £ —— E 0 —
-1 0.5 0.%
Normal Primary tumor Normal Pumarglumur Normal Primary tumor
(n=19) (n=408) (n=3) (n=505) (n=41) (n=286)
Expression of CGB5 in HNSC E Expression of CGB5 in LUSC Expression of CGB5 in PAAD
1.25.

P =5.400500E-03

5
S
a

P=7422900E-:04 T~
i
1
1

P =1.567830E-04 -

<
g
E H
g2 : i
2 805 !
b 2 |
& s
Eo{  ——— F 0] —
A 0.2 10
Normal Primary tamor Normal Primary tumor Normal Primary tumor
(n=4) 0 (n=52) (n=503) (n=4) (n=178)
Expression of CGB5 in STAD H Expression of CGB5 in UCEC | Expression of CGB5 in THCA
6 0175
< c
T 85 T 8 015
P =3.795700E-02 1 %4 P =2.760600E-03 %O 125 P=3.8211999E-05 T
1 E s
g0.4 ! 23 g o
8 1 §'2 “é‘_U 075-
0.2 1 g 8005
2 €1 g
go — £ £0.025
= 0 —— 0 — ——
o ! Normal P © 0025 Normal P T
T ormal rimary, tumor orma rimary tumor
Normal Primary tumor (n=35) (n—546) (n=59) (n=505)

Transcript per 1
& o

o

Expression of CGB5 in THYM

P =1.6522999E-05

)

Normal Primary tumor
(n=2) (n=120)




image2.tiff
o

S147Afs*?
L ]

# CGB5 Mutations >
°

0 100 165aa
B Methylation difference in each cancer
FDR
® 0.01
® 0001
5 © <=0.0001
€ CGB5{ o . ° ° ° ° o ° o o O
& Methy. diff(T-N)
l*‘\
0
S O ° O S & 5 & M
& T @ o o & EFF Y
Cancer type
percentage in each cancer
C CNV t h
T < 2 = Q Q aQ Q |:| %) < [=) [9]
CGBS‘G“"““""" hedgi
5 I Hete. Del.
£ 4 2 5 = v = 3 2 & = 8 g 5 o 0':3:;%‘
~|000000000000006¢
D
BRCA GBM

LR test p-value=1.2e-06
HR=0.361

LR test p-value=0.025|
—HR=0:571—

LR test p-value=0.049|
HR=0.623

MESO PAAD SARC Uvm
T LR test p-value=0.01 LR test p-value=0.041 LR test pvalue=0.045 [~~~ LRtestp-value=9.4e-05
HR=0.489 HR=0.658 HR=0.665 o —__ HR=0.153





image3.tiff
A

v o, 010 09

o
ooz, 00, o, e
foiontion
fors 07
-
g oo
> | |

000

o,

comelaon octficen. palue

02 00 02

AL A L

|
a ﬁ el
031 03K,
> .
|l

TCGAINSCINSSI7)
recasTesi-son)
TCGA-PRADIN=195)
ICGACESCN-201)
O rcaa STADN-38),
7 frciaamLN=214)
recasic-es)
TCGACOADN-282)
TCGAREADN
rcaaxirc
TCGAL
TCGASKEMPIN-101)
rccanincov-se)

o

o)

7.
013,01, 0,
> |
000 [ 00007, 000, 100 | KipaNo-7s)
| TCGA-UCS(N=56)
: :A 00" G A-GBMLGGN-656)
|l frcaauckeov-17s)
o1, [ R Ty
: rcaa-cHoLN=36)
: 029 frarerLAMLN=19)
v, [rcca-conprean-73)
01 P TCGA-PCPG(N=1
Ot |l

GA-BRCAN 107D
rccatacTo

TCGAGBMINA152)
reca-uvmios-m)

[rE—,
TCGA-SKCMAN=351)
TCGARIRMN-285)

[ 1canstapesss)
TCGALUAL
TARGETNBO
TARGET-LAMLN=142)
TCGA-PRAD(N-495)
[1arceraLov-so)

ICGAREADN-91)
TCGASKCM-MN-
TCGAOVON=417)
TCOAKIRAN-265)
TCGALUSCN-401)
[1cGa.connm-asz)
[1cGa skear-1on)
1cankicuoves)
TCGAGIMLGGN=650)

s Bt i
o0 om0,

@

ICGATHYMN-11S)
1CGACOADREAD(N=373)

TARGET-ALL-R(N=99)
1CGAUCS(N-36)

& v 5

comslaoncosticint pVsie

200 02

)

o L
”“a“jﬁ“w
o

=
-

o
=
L

o,
or,)

i
o,
00,
-
_—

P

oo, o,

]
o
[

o
&=

035,
P

o

oz,

o

000,01

- q
P

> |

comdation coeficent pvaluc

|

e

g g |

g

s01e)
o

o)
44‘4 -

recaseapov-or)

fonowiter
rccaucecv-179)
TCGALAMLIN-214)
TCGASTESN-569)
TCGA-ACCN-T)

reaaskomoneisy
rcoa.ciioL-s6)
TARGETNBN-153)

TCGA-LUSCON491)
TCGA-SKCM-MON=3
TARGET-WTIN=40)

conconrramy-ys
rccaarea-107)
TCGA-PAADN-177)
TCGA-BLEAN-40)
TARGETALLR(N-9)
TCGA-PCPGIN=177)
TCGA-MESON=45)

reaa uvvier-15)
rccapRADON=140)
recaREADN-15)

TCGAKIRCIN-09)
TCGA-ESCAN-144)

reca.piscow7)

s 200 03 "o o5 fo 13 20
o, rcGa-KipANN-878) J/ Ad4n i | A 4
= ﬁ:‘ﬁ A A Y Ay
d 1con stusos-se0) B @7 ilry TR vy gim Ve
. o, "u‘; 2] 1ceaLusco-91) 7 ~‘ 1 | 4 A.AA ‘1 ~‘ 4 A4 A‘
o | ofreGA-THYMN-118) .| o & o At
A recacescovrsn ey A A P ERR AR Y "1‘,::‘,
! 017, frcaamLean-ios Wy mg rrF Pdd_dig 7 .i444
4 T Lrcaa-sTADNN-388) s A‘ ‘> 1 | ds ‘Aj w . ) rw. AAAA
] 0 reenses-sin
e N i R A e A A
_l [ TCGA-DLBCN=46) | A4 4 Jddd8 A d A g A
v | [rcai-skewr-10n) (4 -‘A ! -u‘Aq g 44 A‘ 44,
ois 0t 0w T g pmapans) o ary o AL LA M O
A‘: TCOAESCAN-181) 4dd_rgw 42y reE pd W4
Lt 1A rEADN-S1) P8 4 - ]
O LTI, U a1 S AL { 4 Add 78
T frcoaskemn-isy b il o 4 4
- 1caacroLa-36) JA48 Bl
] s teeezy s’
B frcancommavo Mﬁ"“ju b ddddl 5
R e a7y TEdigY q
o . o 4 Lt 4 4
> [ frconmican-son i ey - 1% -
S rconskewmoisn v uagw oy WrrpV: . wh of . - v ey -rrg - wrr
PR . . .
| 4 sy ry {(idd 4444
i T T i A B a4 i K foeg g4 f 4
TOGA-UCECIN=178) 1 L e gy u- | J 4 4 44
I '11 il ugy d r Ry
4 (4 -y 4
AAAA Aﬁu 4 AAA i -y I B . - AA AA A
4 8 J4 4 EES 7]
e, | os,,,,) ‘uA 11 e Wy KV RRY KV { 484
> s N . uu AAA u uu
d TCGA-KICH(N=65) ‘ L4 e Py wovery
ICGAMESON-+5) ‘w\p@@ A&%&W“& @:;gﬁ» e & a\ a@;ﬁﬁv \’»g a}ﬂ?;gz
[ i o) &W S0 xp o %, S vy
TCGA-BRCAN-1077) FRT o ‘g
S y &8
of ?Qc? & & A"* & S -
o &
e contation coefcienc Paluc somsaion coecent
E .
03 05 19 15 20 4200 02 205 10 15 20 05 00 0F

TCGALGGN-64)




image4.tiff
T ) ) comlation coeflicient
021 Wi, Lt
- F =
oo, 0,0, o, on -02 00 02
oo 010, [ o, e, rccaLuscoion palue
Fo00-, W00, D00, e, 009 | 1CGASTES(N=569)
oo, |l TcGA-BLCAN=403) o0 05 10 15 20
- e, B
am o,
= 5 Ol
| TCGA-PRADIN=495)
: ﬁ 022 ficanreano-on
SO L 1CGA-GBMLGG(N=656)
el rcGADLBCN=46)
ﬁ 029 40 [ TCGA-THYM(N-
= 021 .| 015, B 1cGa-pepGN=177)
G 1CGA-COADREAD(N-373)
L oo
o, ‘ul\... g OIS, 00, [ rcaa-sarca
o = TCGA-UYMN=T9)
‘ 026, [ TCGA-GBM(N=152)
el oo, [1CGA-KIPANON-878)
030 025 028 L [ TCGA-KICHN=65)
W 030, O Lt rcGaparDN=177)
“ TCGA-LUAD(
| =
= |
‘u L o,
g,
023,018 = )
025 ..
: S
P
— o
| ‘ |
|
— : [TARGET-WTN-50)
o [TARGET-ALL(N-6)
wie . rcGaEscAc
| ﬁ : rcGacsv=se)
P | [ TCGA-SKCM-PON=101)
| e, rcaBReANN=107)
TCGA-LIHCN=363)
F PP F TS F
oF & VSR R R
& &S T & &
&
—a T rcoaavioes
. TCGAHNSCN=S17)
| [1CGA-ESCAN-181)

===" == ‘:g..:é“ﬁ

‘:A
=53 5’5‘
o=

|

-
‘

“‘

“A

o =‘=
‘ﬁ“ | -
ﬁﬁAA‘ﬁ“.a

el
B
o

|

P

:ﬁ ‘

=

-
‘242
P

TCGA-SKCM-PN=101)
TCGA-LGG(N=504)
TCGA-STES(N=569)
TARGET-WT(N-50)
TCGA-AC )
TCGA-GBMLGG(N=656)
[TARGET-ALL-RON-99)
[TCGA-READN-91)
TCGADLBC(N=46)
TCGA-BLCAN-405)
[TcaA-OvN-417)
TCGA-STADN=388)
TCGA-UVMN-79)

TCGA-SKCMN=452)
TCGATGCTIN=132)
TCGA-PCPGN=177)
TCGAKICHN=65)
TCGA-PAADN=177)

TCGASARCIN=258)
1CGA-LIHCN=363)
TCGA-THCANN=503)
[ TARGET-ALL(N=86)
TARGET-NB(N=153)

TCGA-PRAD(N=495)

[ 1CGA-COADREAD(N=373)

TCGA-UCECN=178)

THYMN=118)
TCGA-COADN-282)
TCGA-CHOLN=36)
[1CGA-LUADN=500)
TCGA-SKCM-MN=351)
[TcGA-UCSN-56)

[ TARGET-LAML(N=142)





image5.tiff
\

A AL

AL
kh\

i o

Y e

AR E

'

A

W raen
b
3 )

E;
Al

N
NN

33

L;;LL&;\. N3
N NN

E e

RN

b ARACAR + A

N
~
| U

b

WS

ol
-

3
1

AR

A R
SR




image6.tiff
>

UCEC :: CGBS_ex;

5_exp GCT - CGBS_exp
Kruskal Walls Test: Py=3.39e-01

b 5 e STAD : CGBS_exp
Kruskal- Walls Test: Py=2.1e-04

Kruskal Wals Test: Py=1.50¢-02

oe]

READ :: CGB5_exp
Kruskal-Walls Test: PY=7 46e-01

(@]
O

Expression (log2CPM)
H o o 5

N
5

m

Expression (log2CPM)
H o w 6 &

I
5

.
o w o

Expression (log2CPM)
&

A
5

n=C1247,C2 212,03 52.C4 16,6 1 'N-C142,C2 104.C3 2.64 1 n=C1120,C2 2103 36,4905 7 NSC1127,C2 18.C3 9.04 1,06 1
= < 10 < 10
=
g w0 g z
o (SIS O 5
8 5 S S
=) = =)
o =] (=}
2 S o0 2,
50 5o |8 5
. lw B 5 a g . -
@ @ a9 -
o 5 o o
g g.10 o
& 10 o] & -10
Cl C2 C3 C4 C6 C1 c2 Cc3 ca Cl C2 C3 Cc4 C6 Cl C2 C3 C4 C6
Subtype Subtype Subtype Subtype
PAAD : CGBS_exp F LuAD : CGBS._exp G HNSC : CGBS_exp H ESCA: CGBS_exp
Kruskal-Walls Test. Py 1901 Kruskal-Walis Tt Pv=1 02¢-04 Kruskah Walis Test: Pv=8 4e-01 Kruskal-ials Test: Pvo? 59e-01
n2C1 87,2 32,03 40,04 1.Co 21 n=C1 83,02 147.C3 179.C4 20.C6 28 n=CL 128,02 375,63 2,04 263 WeC1 71,2 87,03 7.0 6.C6 2
= < 10 < 5
= = =
a 10 a o
S Q s Q
g s g g0
. = = =3 .
s 0 8 8
2 2 i b 2 5
2 @ @
2 5 o 5 o
& & &
T o @ -10
Cl C2 C3 C4 Cé Cl C2 C3 cC4 cC6 Cl C2 C3 C4 C6 Cl C2 C3 C4 C6
Subtype Subtype Subtype Subtype
COAD ::CGBS exp J CHOL : CaBs exp K cesc: coBs exp L BLCA: CGES exp
Kruskal-Walls T P2 75601 Kruskal Walis Tes: Pvod 73 01 Kruskal-Walis Test: PY-8.786.02 Kruskal Vials Test: Pvo1 74e-01
n<C1 332,02 86,03 9,04 12,06 3 n-C17.C22C317Ca8C6 1 n=CL77.C2 217,046 n<CI 173,02 164,C321,C4 36,06 3
10
s s s
& 5 a s a 10
[} [} Q
Q N <
g o & o g °
s s § o
2" 4 - 2
8 8 8
u.|715 uw-10 w9
Cl C2 C3 C4 C6 Cl C2 C3 C4 C6 Cc1 c2 C4 Cl C2 C3 C4 C6

Subtype Subtype Subtype Subtype




