
Supporting information Table 4. Probable genotypes of D-carrying individuals.
The probable genotype of the 28 individuals identified as carrying at least one D allele, i.e. the triple-peak individuals, has been inferred from the phylogram (Fig. 2) and the genomic analyses, as described in Results. Each individual carried two S copies (S1 and S2, randomly assigned), one being Di(S) and the other one being either a single-copy S allele, or another Dj(S) copy (“?” is used when undetermined). Each D allele is coloured as in Fig. 2. The different single-copy S alleles are identified as Si, where i (i= A to Q) indicates the haplotype. Whole-genome-Illumina-sequenced individuals are indicated with a “*”.

	Individual
	Copy S1
	Copy S2

	Yam12-12
	D3(S)
	SA

	Yam12-25
	D2(S)
	SB

	Yam12-39
	SC
	D2(S)

	Yam12-55
	D3(S)
	SD

	Yam12-56
	SE
	D2(S)

	Yam15-41*
	D7(S)? (SF)
	D7(S)? (SF)

	Yam16-42*
	D8(S)? (SG)
	D8(S)? (SG)

	Yam16-5*
	D4(S)
	SH

	Yam16-52*
	SA
	D4(S)

	Yam19-11
	D1(S)
	SI

	Yam19-14
	D1(S)
	SJ

	Yam19-39
	D1(S)
	SI

	Yam19-6
	D1(S)
	SK

	Yop12-43
	SH
	D1(S)

	Yop12-45
	SL
	D5(S)

	Yop12-54
	SL
	D1(S)

	Yop15-3*
	D9(S)? (SM)
	D9(S)? (SM)

	Yop15-42*
	D2(S)
	SH

	Yop15-49
	SN
	D6(S)

	Yop16-1
	D1(S)
	SD

	Yop16-12*
	SO
	D2(S)

	Yop16-16*
	D2(S)
	SI

	Yop16-41*
	D2(S)
	SI

	Yop16-50*
	D2(S)
	SN

	Yop16-6*
	SI
	D2(S)

	Yop16-60*
	D2(S)
	D3(S)

	Yop19-5
	SP
	D1(S)

	Yop19-24
	D2(S)
	SQ


	
