
Supporting information Table 5. Inferring total, R and S copy numbers from genomic data for triple-pic individuals.
For each individual, the depth of coverage (DOC) was analysed first for the ratio between ace-1 mean DOC and the mean DOC over the whole chromosome 2R (mean ace-1/mean chrom), and the ratio between ace-1 mean DOC and the mean DOC of the single-copy reference gene ace-2  (mean ace-1/mean ace-2) were computed. The expected ratios depend on the total number of ace-1 copies: 1, 1.5, 2 and 2.5 respectively for 2, 3, 4 and 5 copies; the deduced number of ace-1 copies is thus indicated. 
We then analysed the number of reads N for R and S haplotypes at the position diagnostic (one base only) for resistance (S haplotypes carry a G, R haplotypes carry a A) found in the Illumina whole-genome sequencing, giving the frequency of the R haplotypes among all the reads covering this position (%R). This frequency is expected to be 0.5, 0.33 and 0.25 for frequencies corresponding respectively to 1R:1S (RS or DD), 1R:2S (DS) and 1R:3S (e.g. D alleles with multiple S copies).
The copy number for each haplotype (R or S) was deduced considering both the ace-1 total copy number and the frequency of R haplotypes. When considering only the diagnostic base, some ratios are not compatible with the total copy number (bolded; NB: these individuals actually carry DS genotypes, i.e. 1R:2S; see text).

	
	
	
	ace-1
	
	
	
diagnostic base
	

	individual
	
	mean ace-1/ mean chrom
	mean ace-1/ mean ace-2
	deduced ace-1 total copy number
	
	N
R reads
	N
S reads
	%R
	deduced number of haplotypes

	Yam15-41
	
	1.58
	1.49
	3
	
	15
	29
	0.34
	1R:2S

	Yam16-42
	
	1.56
	1.38
	3
	
	13
	26
	0.33
	1R:2S

	Yam16-5
	
	1.71
	1.47
	3
	
	14
	25
	0.36
	1R:2S

	Yam16-52
	
	1.54
	1.47
	3
	
	12
	36
	0.25
	not compatible

	Yop15-3
	
	1.47
	1.46
	3
	
	14
	26
	0.35
	1R:2S

	Yop15-42
	
	1.55
	1.41
	3
	
	10
	28
	0.26
	not compatible

	Yop16-12
	
	1.65
	1.81
	3
	
	18
	31
	0.37
	1R:2S

	Yop16-16
	
	1.56
	1.31
	3
	
	16
	34
	0.32
	1R:2S

	Yop16-41
	
	1.58
	1.54
	3
	
	16
	31
	0.34
	1R:2S

	Yop16-50
	
	1.54
	1.55
	3
	
	16
	23
	0.41
	not compatible

	Yop16-6
	
	1.61
	1.55
	3
	
	12
	25
	0.32
	1R:2S

	Yop16-60
	
	2.11
	02.09
	4
	
	27
	28
	0.49
	2R:2S





