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1. Supplementary Table
Table S1. Primer sequences of genes in the risk model used for qPCR.
	name
	primer

	KIF3C
	Forward: ACCTGCAGGAACAGAAGGAGC

	
	Reverse: GCATCTTCTCCTTCTCCTCCA

	GAPDH
	Forward: TGACCTGCCGTCTAGAAAAACCT

	
	Reverse: GCTGTTGAAGTCAGAGGAGACCA 

	siRNA-KIF3C
	sense: GGCUAGAGCUGAAAGAGAATT

	
	antisense: UUCUCUUUCAGCUCUAGCCTT

	siRNA-NC
	sense: UUCUCCGAACGUGUCACGUTT 

	
	antisense: ACGUGACACGUUCGGAGAATT



2. Supplementary Figures
Figure S1. The box plots of KIF3C expression levels in TCGA.
[image: S1_画板 1]

















[bookmark: _GoBack]Figure S2. The box plots of KIF3C expression levels in TCGA and GTEx.
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Figure S3. The box plots of KIF3C expression levels in GEO.
[image: Figure S3]















Figure S4. Association between KIF3C and pan-cancer ICI.
[image: Figure S4]
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