Supplementary materials

Table S1 Clinical data for RNA sequencing of patients with esophageal squamous cell carcinoma in our institution
	Characteristic
	levels
	Overall

	N
	
	6

	Gender, n (%)
	Female
	1(16.7%)

	
	Male
	5(83.3)

	Age, n (%)
	<=60
	4(66.7%)

	
	>60
	2(33.3%)

	Smoking, n (%)
	Yes
	4(66.7%)

	
	No
	2(33.3%)

	Pathologic T stage, n (%)
	2
	4(66.7%)

	
	3
	2(33.3%)

	Pathologic N stage, n (%)
	0
	4(66.7%)

	
	2
	2(33.3%)

	Pathologic TNM stage, n (%)
	I
	3(50.0%)

	
	II
	1(16.7%)

	
	III
	2(33.3%)



Table S2 Clinical data for qRT-PCR of patients with esophageal squamous cell carcinoma in our institution
	Characteristic
	levels
	Overall

	N
	
	16

	Gender, n (%)
	Female
	5(31.2%)

	
	Male
	11(68.8%)

	Age, n (%)
	<=60
	8(50.0%)

	
	>60
	8(50.0%)

	Smoking, n (%)
	Yes
	5(31.2%)

	
	No
	11(68.8%)

	Pathologic T stage, n (%)
	2
	6(37.5%)

	
	3
	10(62.5%)

	Pathologic N stage, n (%)
	0
1
	10(62.5%)
1(6.2%)

	
	2
3
	3(18.8%)
2(12.5%)

	Pathologic TNM stage, n (%)
	I
	2(12.5%)

	
	II
	9(56.2%)

	
	III
	5(31.3%)





Table S3 Primers of PLA2G2F, HHIP, TNXB, and STK31

	Primer
	Forward (5’ to 3’) 
	Reverse (5’ to 3’))

	PLA2G2F
	ACCAGACGTACCGAGAGGAG
	CGCTGGGGATTGGTGACTG

	HHIP
	TCTCAAAGCCTGTTCCACTCA
	GCCTCGGCAAGTGTAAAAGAA

	TNXB
	GCCCTGCTCACTTGGACTG
	GGAGCCGTGCATTGTAGGAG

	STK31
	TTCAGTTTTGGGGAATCTTGACC
	ACCAGACACTTTTCAACGCTG



