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[bookmark: _Hlk149637459]Additional file 2: Fig. S2. Weighted correlation network analysis (WGCNA) of the hepatocellular carcinoma (HCC) cohort. A Scatter chart for correlation analysis of module membership in black (left), blue (middle), and yellow (right) modules and gene significance for Pro-Meta group (A) and Pro-T group (B). C Gene expression heatmap of genes in blue module.
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