Supplementary Table 1: Descriptive statistics of all studied traits of 24 potato germplasm genotypes for different clusters under control and heat stress conditions.
	Traits 
	RI%

	Cluster-I mean 
Score

	Cluster-II mean Score

	Cluster-III mean Score


	
	CT
	HS
	CT
	HS
	CT
	HS
	CT
	HS

	SPAD
	0.62
	0.67
	-0.35
	0.24
	0.04
	-0.06
	-0.16
	0.61

	Pn
	0.96
	0.87
	6.74
	6.76
	10.66
	10
	11.04
	14.68

	Gs
	0.91
	0.87
	-0.14
	-0.87
	0.48
	-0.22
	0.7
	0.58

	E
	0.96
	0.93
	3.41
	1.97
	4.36
	4.57
	5.01
	7.06

	Ci/Ca
	0.88
	0.92
	0.56
	-1.15
	0.45
	-0.45
	0.82
	-0.01

	WUE
	0.9
	0.93
	-0.61
	1.05
	-0.04
	-0.03
	-0.35
	-0.23

	iWUE
	0.88
	0.85
	-0.35
	1.02
	-0.47
	0.29
	-0.73
	-0.07

	YII
	0.91
	0.87
	0.14
	0.14
	0.19
	0.17
	0.16
	0.22

	NPQ
	0.66
	0.32
	0.40
	0.18
	0.35
	0.17
	0.42
	0.16

	qP
	0.8
	0.76
	0.25
	0.26
	0.32
	0.31
	0.3
	0.39

	Fv/Fm
	0.72
	0.5
	0.28
	-0.18
	0.34
	-0.29
	0.25
	-0.01

	FSW
	0.95
	0.82
	178.31
	107.87
	73.95
	70.71
	129.28
	75.87

	DSW
	0.84
	0.87
	0.82
	0.24
	-0.31
	-0.38
	-0.02
	-0.51

	FTW
	0.75
	0.77
	0.21
	0.15
	0.80
	-0.49
	-0.5
	-0.05

	DMC
	0.87
	0.76
	0.75
	0.36
	0.04
	-0.38
	-0.35
	-0.31

	Total Score
	190.43
	118.04
	91.18
	83.92
	145.87
	98.38


RI: relative importance of the traits calculated from the significant PC communalities.

