Supplementary figure 1: Expression pattern and prognostic value of YWHAG in pancreatic cancer. A The expression of YWHAG in pancreatic cancer and normal tissues based on TCGA database. B The correlation analysis between YWHAG and clinicopathological characteristics. C Multiple Cox regression analysis. D Nomogram for predicting overall survival of pancreatic cancer. E Survival analysis of YWHAG in pancreatic cancer. F Gene Set Enrichment Analysis of YWHAG in pancreatic cancer.
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Supplementary figure 2: Immune infiltration analysis of YWHAG in pancreatic cancer. A The immune cell infiltration in YWHAG high and low groups based on TIMER database. B The immune checkpoints expression in YWHAG high and low groups. C The immune cell infiltration in YWHAG high and low groups based on TCGA database. D TIDE score in YWHAG high and low groups. E The correlation between YWHAG expression and immune cells. 
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Supplementary figure 3: Pan-cancer analysis of YWHAG. A YWAHG expression. B Cox regression analysis of YWHAG. C Survival analysis for YWHAG in CESC, HNSC, KICH, LUAD and MESO.
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Table S1 Univariate Cox regression analysis
	ID
	Hazard ratio
	P value

	Age
	1.025
	0.025

	Gender
	0.816
	0.346

	Grade
	1.238
	0.109

	Stage
	1.301
	0.188

	Stage_T
	1.540
	0.079

	Stage_M
	0.972
	0.798

	Stage_N
	1.765
	0.011

	YWHAG
	1.012
	0.058



Table S2 The baseline clinical data
	Variables
	Case (n=69)
	YWHAG expression
	P-value

	
	number
	100%
	High expression group (n=44)
	Low expression group (n=25)
	

	Age (years)
	
	
	
	
	

	<60
	33
	47.826
	20
	13
	0.601

	≥60
	36
	52.174
	24
	12
	

	Gender
	
	
	
	
	

	Male
	41
	59.420
	27
	14
	0.663

	Female
	28
	40.580
	17
	11
	

	Tumor size
	
	
	
	
	

	<3 (cm)
	10
	14.493
	7
	3
	0.839

	≥3 (cm)
	59
	85.507
	34
	22
	

	Histological grade
	
	
	
	
	

	Well/Moderate
	44
	63.768
	28
	16
	0.976

	Poor
	25
	36.232
	16
	9
	

	T stage
	
	
	
	
	

	T1-2
	19
	27.536
	11
	8
	0.532

	T3-4
	50
	72.464
	33
	17
	

	N stage
	
	
	
	
	

	N0
	39
	56.522
	23
	16
	0.624

	N1
	26
	37.681
	18
	8
	

	N2
	4
	5.797
	3
	1
	

	M stage
	
	
	
	
	

	M0
	63
	91.304
	40
	23
	1.0

	M1
	6
	8.696
	4
	2
	

	pTNM stage
	
	
	
	
	

	I
	16
	23.188
	8
	8
	0.277

	II
	38
	55.072
	25
	13
	

	III/IV
	15
	21.740
	11
	4
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