Supplementary Information
Table S1: Raw matrix data after removing batch effects, 12,799 total genes.

Table S2: Differential gene data, 1558 significant differential genes (DEGs), including 878 up-regulated genes and 680 down-regulated genes.

Table S3: Target datasets from different databases: GeneCard database contains 2210 disease targets, CTD database contains 13156 disease targets, and DisGenet database contains 667 disease targets.

Table S4: Module hub genes obtained from WGCN analysis, a total of 1540 module genes were extracted.

Table S5: Key gene screening: 30 gene sets were obtained after the intersection of disease genes and differential genes, named A. 13 gene sets were obtained after the intersection of disease genes and modular genes were taken, named B. 39 key-acting genes were obtained after the merging of A and B gene sets, named C.

Table S6: Differential analysis raw data of 10 important key pivotal genes.

Table S7: KEGG signaling pathway analysis based on 13 hub genes.

Table S8: KEGG signaling pathway analysis based on 30 hub genes.

Table S9: GO enrichment analysis based on 20 hub genes.

Table S10: 30 effective targets of Duhuo and 23 effective action targets obtained after intersecting with IVDD, which may be important targets for the treatment of IVDD.
Supplementary Table S11: Data of 6 key targets for the treatment of IVDD by Duhuo

