Supply Tables

Supply Table 1   The risk score distribution of one-carbon metabolism-related key genes.
	Genes
	BHMT
	AHCY
	ASRGL1

	Category
	Risk factors
	Protective factors
	Protective factors

	HR
	5.8381
	0.4654
	0.6276




	Supply Table 2   The binding information between target miRNAs and circRNAs
	miRNA
	circRNA
	Evidence score
	Binding  score
	Binding energy

	hsa-miR-195-5p
	hsa_circ_0042415(TC-hsa-AKAP10_0052
	m6A sites, 3.245279
	153.00
	14.49

	hsa-miR-195-5p
	hsa_circ_0050205(hsa-MEF2B_0001) 
	m6A sites, Evidence score: 3.02595
	150.00
	19.07

	hsa-miR-195-5p
	hsa_circ_0011950(TC-hsa-HIVEP3_0002)
	m6A sites, Evidence score: 3.694649
	151.00
	21.12

	hsa-miR-195-5p
	hsa_circ_0071989(hsa-MYO10_0017, ORF, )

	Evidence score: 2.478423
	152.00
	16.80

	hsa-miR-195-5p
	hsa_circ_0001649(TC-hsa-SHPRH_0020)
	Evidence score:2.60143
	163.00
	19.94

	hsa-miR-195-5p
	hsa_circ_0040994 (TC-hsa-FANCA_0004)
	Evidence score:2.119492
	155.00
	21.74

	hsa-miR-195-5p
	hsa_circ_0000086(hsa_circST6GALNAC3_011
	____
	150.00
	16.86

	hsa-miR-140-5p
	hsa_circ_0071989
	Evidence score: 2.478423
	154.00
	12.00

	hsa-miR-140-5p
	hsa_circ_0023828
	____
	156.00
	12.26

	hsa-miR-140-5p
	hsa_circ_0051348(TC-hsa-PINLYP_0002)
	____
	160.00
	20.34

	hsa-miR-26b-5p
	hsa_circ_0000120（ORF）
	Evidence score: 2.849607
	153.00
	17.28

	miR-373-3p
	hsa_circ_0000479(TC-hsa-EPSTI1_0015)
	m6A sites, Evidence score: 1.538522
	161.00
	23.76

	miR-373-3p
	hsa_circ_0002904(TC-hsa-LPXN_0007, ORF)
	Evidence score:
2.137276
	151.00
	14.80

	miR-373-3p
	hsa_circ_0067919(TC-hsa-PHC3_0119,ORF)
	Evidence score:
2.109348
	158.00
	18.64

	hsa-miR-361-5p /BHMT

	hsa_circ_0005568 
	Evidence score:
2.345708
	153.00
	12.02

	hsa-miR-143-3p /SLC38A2

	hsa_circ_0004206
	Evidence score:
2.349665
	150.00
	12.63

	miRNA Sequence	of hsa-miR-195-5p: UAGCAGCACAGAAAUAUUGGC.
miRNA Sequence	of hsa-miR-140-5p	CAGUGGUUUUACCCUAUGGUAG
miRNA Sequence	of hsa-miR-26b-5p: UUCAAGUAAUUCAGGAUAGGU
miRNA Sequence	of hsa-miR-373-3p: GAAGUGCUUCGAUUUUGGGGUGU
miRNA Sequence	of hsa-miR-361-5p: UUAUCAGAAUCUCCAGGGGUAC
miRNA Sequence	of hsa-miR-143-3p: UGAGAUGAAGCACUGUAGCUC
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Supply Table 3  The co-expression of m6A and one-carbon metabolism -related genes.
	Genes
	M6A
	Correlation
	P_value
	Regulation

	AHCY
	YTHDF1
	0.864218845
	2.45E-136
	positive

	AHCY
	RBMX
	0.853568327
	1.63E-129
	positive

	AHCY
	HNRNPA2B1
	0.800196669
	5.67E-102
	positive

	AHCY
	RBM15B
	0.794561202
	1.47E-99
	positive

	SLC38A2
	YTHDF3
	0.775553532
	6.10E-92
	positive

	SLC38A2
	WTAP
	0.765091645
	4.63E-88
	positive

	SLC38A2
	YTHDF2
	0.758173991
	1.32E-85
	positive

	SLC38A2
	HNRNPC
	0.756022473
	7.39E-85
	positive

	AHCY
	LRPPRC
	0.751913772
	1.88E-83
	positive

	AHCY
	HNRNPC
	0.704334065
	5.71E-69
	positive

	SLC38A2
	LRPPRC
	0.699281156
	1.33E-67
	positive

	AHCY
	METTL3
	0.698809465
	1.78E-67
	positive

	SLC38A2
	RBMX
	0.693237988
	5.31E-66
	positive

	AHCY
	WTAP
	0.681708641
	4.68E-63
	positive

	SLC38A2
	YTHDC1
	0.671497552
	1.47E-60
	positive

	SLC38A2
	HNRNPA2B1
	0.669011413
	5.75E-60
	positive

	AHCY
	YTHDC1
	0.659635913
	8.81E-58
	positive

	SLC38A2
	METTL14
	0.657796671
	2.31E-57
	positive

	AHCY
	ALKBH5
	0.655068487
	9.57E-57
	positive

	AHCY
	YTHDF2
	0.646332086
	8.20E-55
	positive

	AHCY
	FTO
	0.633329757
	4.74E-52
	positive

	AHCY
	METTL16
	0.61170815
	9.71E-48
	positive

	SLC38A2
	ALKBH5
	0.608287022
	4.35E-47
	positive

	SLC38A2
	YTHDC2
	0.606352456
	1.01E-46
	positive

	SLC38A2
	FMR1
	0.594869978
	1.32E-44
	positive

	SLC38A2
	FTO
	0.593936264
	1.95E-44
	positive

	AHCY
	YTHDF3
	0.574418137
	4.87E-41
	positive

	SLC38A2
	METTL16
	0.56363552
	2.94E-39
	positive

	AHCY
	IGFBP2
	0.501482176
	3.69E-30
	positive



Supply Table 4   The drug sensitivities and correlated with in GDSC database.
	symbol
	drug
	Correlation>0.10 or <0.10
	FDR<0.05
	entrez

	AHCY
	AZD6482
	0.106769256
	0.007504387
	191

	AHCY
	Cyclopamine
	0.168467327
	0.0381132
	191

	AHCY
	Dasatinib
	0.14099752
	0.023947171
	191

	AHCY
	TGX221
	0.175372335
	0.003178996
	191

	AHCY
	Vorinostat
	-0.119763964
	0.000979592
	191

	AHCY
	LAQ824
	-0.123005383
	0.001123753
	191

	BHMT
	Erlotinib
	-0.198198206
	0.002021414
	635

	BHMT
	STF-62247
	-0.129565612
	0.000664055
	635

	BHMT
	Docetaxel
	0.100499413
	0.006913506
	635

	BHMT
	Lapatinib
	-0.321975928
	4.79533E-09
	635

	SLC38A2
	Dasatinib
	-0.128918657
	0.041122945
	54407

	SLC38A2
	Vorinostat
	0.108106883
	0.003054104
	54407



